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[eHOM OaKTepun

Xpomocoma [lnasmnpsbl

Merannasmmaa
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Pa3smep 6aKkTepnasibHOro reHoma

100 000 bp 2 000 bp
15 000 000 bp 100 000 bp

Xpomocoma [lnasmnpsbl

Merannasmmaa

100 000 bp

2 000 000 bp
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CkonbKo monekyn AHK B knetke?

XpomocomMbl — 06bLIYHO B 1 3K3emnnsape
(MOXeT ObITb HECKOJIbKO pPa3sHbIX)

NMnasmugbl — OT O4HOW 10 HECKOJIbKNX
COTEH KOMUW Ha K/EeTKY

Deinococcus radiodurans

2 XPOMOCOMbI + 2 nnasmuabl
Bce B HECKOJTbKUX KOMUAX
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CTpyKTypa reHomMa 6aktepun

B reHome 6akTepun 06bIYHO 3aKoANPOBaHO
HEeCKO/IbKO ThIiCAY reHOB 6e/1K0oB

OnepoH

AL
- ~

4 4 2

OnepoH — KnacTep reHoB, KOTOpbIe BMECTe
TpaHCKpnoupyoTca ¢ obpasoBaHmnem oaHon MPHK
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[eHOM yesnioBeKa

22 Napbl ayToCoMm
+ napa nos1oBbIX
XpPOMOCOM

(X, Xunnm X, Y)

+ FEHOM MUTOXOHAPWUIA
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Pasmep reHOMOB 3yKapuoT

Saccharomyces cerevisiae
Caenorhabditis elegans
Drosophila melanogaster
Arabidopsis thaliana

Mus musculus

Homo sapiens

Pinus taeda

12.1 Mb
100 Mb
130 Mb
157 Mb
2.7 Gb

3.2 Gb

22.2 Gb
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CTpyKTypa reHoMma aykapuor

1) Kognpyrowaa 6enok nocnenoBarenibHOCTb NpepbIBUCTA:
9K30HbI KOANPYIOT 6€e/10K, UHTPOHbI — HET.

o' UTR 9K30H WHTPOH 93K30H MHTPOH 3K30H 3'UTR

- npe-MPHK

CnnaviCuHr

- MPHK

2) NceBporeHbl — HedpyHKUMOHa/IbHblE aHas/10Tu reHoB,
yTpaTuBLLKE CMOCOBHOCTb KoaMpoBaTb Gesok.

3) MoBTOPbI — NOBTOPSAOLLUNECS NOC/IEA0BATE/IbHOCTY
NHK 8/11



Ae XpaHATCA reHOMbI?

http://www.ncbi.nlm.nih.gov/genome/

& NCBl  Resources ¥ How To (%) Sign in to NCEI
Genome Genome v || @
Limits Advanced Help

n li This resource organizes information on genomes including sequences, maps, chromosomes, assemblies, and
.

annotations.
) e

7
Using Genome Custom resources Other Resources
He Human Genome Assembly
Microbes BioProject
Download / FTP Organelles BioSample
Download FAQ Viruses Map Viewer
Submit a genome Protein Clusters
Genome Tools Genome Annotation and Analysis External Resources
BLAST the Human Genome Eukaryotic Genome Annotation GOLD - Genomes Online Database
Microbial Nucleotide BLAST Prokaryotic Genome Annotation Ensembl Genome Browser
TaxPlot (3-way Genome Comparison) PASC (Pairwise Sequence Comparison) Bacteria Genomes at Sanger

Large-Scale Genome Sequencing (MHGRI) 9/11



Ae XpaHATCA reHOMbI?

http://www.ncbi.nlm.nih.gov/genome/browse/

- - — —
== NCBl Resources [¥ How To (¥ Sign in to NCBI
Genome |Genome  |v | | searcn
Genome Information by organism
[ ] | Search by organism | | Clear | Download Reports from FTP site
Overview [10611] Eukaryotes [1717] | | Prokaryotes [28467] | | Viruses [4208] | Plasmids [S034]
Download selected records
ltems 1 - 100 of 10611 Page |1 of 107 Next=> Last ==
Kingdom Group SubGroup Size
Organism/Name Chr Organelles Plasmids Assemblies
All v | [an v | [aN |y | (Mb)
Chrysanthemum comnanm Bacteria Tenericutes Molicutes 0.739582 - - - 1
phytoplasma
Abaca bunchy top vinus Viruses ssDNA viruses Nanovindae 0.006422 [ - - 1
Abalone herpesvins Viruses dsDNA viruses, no RNA stage unclassified 0.211518 1 1
Victoria/AUS/2009 ! 9 ’ : )
BITEREEINETE S Viruses dsDNA viuses, no RNA stage undlassified 0.034852 1 - - 1
associated virus
Abelson murine leukemia virus Vinuses Retmo-transcrbing viruses Retrovindae 0.005894 1 - - 1
Abiotrophia defectiva Bacteria Fimmicutes Bacilli 204344 - - - 1
Abutilon Brazil virus Viruses ssDNA viruses Geminivindae 0.003271 2 - - 1
Abutilon mosaic Bolivia virus Viruses ssDNA viruses Geminivindae 0.005399 2 - - 1
Abutilon mosaic Brazil virus Viruses ssDNA viruses Geminivindaes 0.005282 2 - - 1
Abutilon mosaic vius Viruses ssDNA viruses Geminividae 0.005217 2 - - 1
Acanthamoeba castellanii Eukaryota Protists Cther Protists 487148 - 1 - 2




[eHOMHbIN Gpay3ep

Display Settings: [~ Graphics Send:

Deinococcus radiodurans R1 chromosome 1, complete sequence

NCBI Reference Sequence: NC_001263.1
GenBank FASTA

Link To This Page | Feedback
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\ IIlIIIII'IIIlIII TERY [T N I:‘II‘II‘III [N | AT ‘IIIIIII II'IIII'III ] T a Vo e i [ B B T |j|'||| 1 II.II:

I| |I|I [} I| (I “|I I| [ | IIII 1 1 |I. [ 1 o |I |. 1 [ N | : 1 |I |I I|| 1 |I 1 ||: [
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Six-frame translations ®
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