
База данных student2_db
mysql -h db.bioinf.fbb.msu.ru -u student student2_db

genome_id: INTEGER
ncbi_taxon_id: INTEGER
name: VARCHAR(255)
short_name: VARCHAR(255)
strain: VARCHAR(40)

genome

chr_id: INTEGER
genome_id: INTEGER
name: VARCHAR(255)
is_plasmid: TINYINT
is_organelle: TINYINT

chromosome

contig_id: INTEGER
chr_id: INTEGER
genome_id: INTEGER
name: VARCHAR(255)
descr: TEXT
c_index: INTEGER
length: INTEGER

contig

gene_id: INTEGER
contig_id: INTEGER
chr_id: INTEGER
genome_id: INTEGER
name: VARCHAR(255)
descr: TEXT
start: INTEGER
stop: INTEGER
strand:TINYINT
ncbi_gene_id: INTEGER
is_alter: TINYINT

gene

cds_id: INTEGER
gene_id: INTEGER
contig_id: INTEGER
genome_id: INTEGER
protein_id: VARCHAR(255)
descr: TEXT
protseq: TEXT
mrna_id: TINYINT
gi: VARCHAR(15)

cds rna_id: INTEGER
rna_type_id: INTEGER
gene_id: INTEGER
contig_id: INTEGER
genome_id: INTEGER
descr: TEXT
start: INTEGER
stop: INTEGER
name:  VARCHAR

rna

rna_type_id: INTEGER
rna_type_name: VARCHAR(10)

rna_type

gene_id: INTEGER
genome_id: INTEGER
ref_type_id: INTEGER
ref: VARCHAR(255)
is_unique: TINYINT

gene_ref

contig_id: INTEGER
genome_id: INTEGER
sequence: LONGTEXT

contig_seq

cds_id: INTEGER
genome_id: INTEGER
ref_type_id: INTEGER
ref: VARCHAR(255)
is_unique: TINYINT

cds_ref

rna_id: INTEGER
genome_id: INTEGER
ref_type_id: INTEGER
ref: VARCHAR(255)
is_unique: TINYINT

rna_ref

taxon_id: INTEGER
taxon_name: VARCHAR(255)
parent_id: INTEGER
gnm_count: INTEGER
gb_hidden tinyint

taxon

ref_type_id: INTEGER
ref_type_name: VARCHAR(255)

ref_type

clust_id: INTEGER
clust_type_id: INTEGER
cds_id: INTEGER
gene_id: INTEGER
genome_id: INTEGER
cds_start: INTEGER
cds_stop: INTEGER
ref: VARCHAR

gene_clust_elem

clust_id: INTEGER
parent_clust_id: INT
tax_id: INT
clust_type_id: INT
clust_name: VARCHAR
clust_descr: TEXT
clust_size: INT
alignment: TEXT

gene_clust


