GGPLOT2



install.packages (‘tidyverse”)
library (tidyverse)

https://geplot2.tidyverse.org/reference/



https://ggplot2.tidyverse.org/reference/

Month — Bpema ot6opa npob apencceHsbl

Day — neHb otbopa npob

Lake — n3yyeHHble 03epa

Site — mecTo oTH60pa Npob

Length — AANHA PaKOBUHbBI MONIOCKOB (MM)
Infection — KonnyecTBO MHPY30pPUIN, OOHAPYIKEHHbIX
B KaXXAO0M MOJI/IFOCKE

Dreissena polymorpha
[pericceHa peyvHas

Mastitsky, 2012



dr=read.table('dreisena.tab’',header=T)

head(dr)

= Month Day Lake Site Length Infection

## 1 May 1 Batorino 53 14.9 36

## 2 May 1 Batorino 53 14.8 38

## 3 May 1 Batorino 53 13.8 331

## 4 May 1 Batorino 53 14.8 118

## 5 May 1 Batorino 53 12.8 4

## b May 1 Batorino 53 14.8 171

str(dr)

## ‘'data.frame': 476 obs. of 6 variables:

## $ Month : Factor w/ 3 levels "July","May","September": 2 2 2 2 2 2 2 2 2 2
## ¢ Day :int 1111 111111...

## ¢ Lake : Factor w/ 3 levels "Batorino","Myastro™,..: 1 1 11111111
## ¢ Site : Factor w/ 9 levels "“S1","s2","S3",..: 3 3 3 3 333333 ...
## % Length :num  14.9 14 13 14 12 14 12 19 16.5 18 ...

## $ Infection: int 36 30 331 11@ 4 171 31 887 525 497 ...



OcHoBa rpaduKa

ggplot() — co3gaem HOBbIN rpaduK

aes() — npucBoeHme 3cTeTnYecKnx aTpmobyToB
reomMmeTpuyecknm obbeKTam

ggsave() — coxpaHeHue rpadmKa



UHnumnanmnsauma

gegplot(data = dr)



[TpncBOEHME 3CTETUYECKNX aTPUDOYTOB

p = ggplot(data = dr)

p + aes (Length, Infection)
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[TpncBOEHME 3CTETUYECKNX aTPUDOYTOB

p = ggplot(data = dr)

p + aes (Length, Infection)

Infection

Length



Cnoun: geoms

Kak xoTum oto6pa3nTb gaHHble? Toukamn? Mmctorpammon? AWnK

C «ycamm»? ...
p = ggplot(data = dr)
p + aes (Length, Infection) + geom_point()

9000 -

§ 6000
I5]
2
=
£ . |
[ ] o . o
[ ]
000 s o
[ ]
[ ]
[ ]
[ ]
e 3., . o 3
e ® [ ] . ' :. '! L] .
o« * ‘.l:.‘ - .oi.l. [ ] .; *s® 3 -
RRREEH [N
Aol S
0- e e e ulllll..l.lll'l!l- . T H I L
" 0 30



[lepemeHHble ana aes() A4oNKHbl ObITb B
Tabanue c AaHHbIMK!

XOTUM TOYKMU He YePHbIM UBETOM, a CUHNM



p = ggplot(data =

p + geom point(colour="blue’)
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p = ggplot(data = dr, aes (Length, Infection))
p + geom_point(aes(colour="blue'))
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Co3aacT B Tabnunue HOBYHO KOJIOHKY C
3HavYeHunem blue

p = ggplot(data = dr, aes (Length, Infection))
p + geom_point(aes(colour='blue'))
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OAWH U TOT *Ke pe3ynbraT!

p = ggplot (data = dr)
p + aes (Length, Infection) + geom_point()

ggplot (data = dr, aes (Length, Infection))
p + geom point()

-
I

ggplot (data = dr)
p + geom point(aes (Length, Infection))
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geom_point()

alpha — cteneHb Npo3payHOCTK UBETA TOYEK
colour — uBeT AMHUN, OKAMMANAOLLMNX TOYKN

fill — uet TOUEK

Size — pa3smep To4veK

shape — popma Touyek

stroke — TONWMHA NMHNIN, OKAMMANAIOLLUNX TOYKHK

Point shapes available in
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p = ggplot(data = dr, aes (Length, Infection))
p + geom_point(shape=22,size=3,fill="pink',colour="blue')
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p = ggplot(data = dr, aes (Length, Infection))
p + geom point(shape=1,size=3,fill="pink',colour="blue’)
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p = ggplot(data = dr, aes (Length, Infection))
p + geom_point(shape=15,size=3,fill="pink',colour="blue’)
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p = ggplot (data = dr, aes (Length,

p + geom_point()
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p = ggplot(data = dr, aes (Length, Infection,fill=Lake))
p + geom_point(shape=22,size=3,colour="blue’)
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p = ggplot(data = dr, aes (Length, Infection))
p + geom_point(aes(fill=Lake),shape=22,size=3,colour="blue’)

O
9000 -
m B Lake

C 6000 - ‘
*g O Batorino
O
b B Myastro
<

L = B MNaroch

O O m

3000 -

| _....ﬁ&*.i:: -

Length



p = ggplot(data = filter(dr, Lake %in% c('Batorino’, 'Myastro')),
aes (Length, Infection))
p + geom_point(aes(fill=Lake),shape=22,size=3,colour="blue’)
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p = ggplot(data = dr, aes (Length, Infection))
p + geom_point(aes(shape=Lake,colour=Lake),size=3)
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p = ggplot(data = dr, aes (Length, Infection,colour=Lake))
p + geom_point(alpha=8.5,size=3) + labs(colour='0Ozepa')
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p = ggplot(data = dr, aes (Length, Infection,colour=Lake))
p + geom_point(alpha=@.5,size=3) +
labs(colour="03epa’,x="[AnnHa"',y=NULL,title="Dreissena polymorpha’,
subtitle = "[JpeiicceHa pe4yHaa",caption = "Mastitsky, 2012",tag = "A")
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AcTeTndeckumn atpmbyt: colour, fill, size, x, v, ...

LLIKanbl — scale xxx_yyy

OnucaHue: hue, gradient, continuous, discrete, ...



[TonoxeHune BAONAb OCU X ANA KONNYECTBEHHbIX nepemeHHbIX

p = ggplot(data = dr, aes (Length, Infection,colour=Lake))
p + geom_point() + scale_x_continuous(limits = c(1@e, 28))

## Warning: Removed 198 rows containing missing values (geom_point).
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p = ggplot(data = dr, aes (Length, Infection,colour=Lake))

p + geom_point() +

scale x_continuous(limits = c(©,40)) +
scale_y continuous(limits = c(©,15608))
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p = ggplot(data = dr, aes (Length, Infection,colour=Lake))
p + geom_point() + scale_x_continuous(breaks = ¢(2,10,30))
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p = ggplot(data = dr, aes (Length, Infection,colour=Lake))
p + geom_point() + scale_x_continuous(breaks = ¢(2,10,30),
label=c('gBa', 'aecatb', 'TpuauaTto'))
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LLIKabl NON0XeHNAa BAOb OCEN

SCd
SCd
SCd
SCd
SCd
SCd
SCd
SCd

e_x_continuous()
e_y continuous()
e x_ logl0()

e vy logl0()
e_Xx_reverse()
e_y reverse()

e x_sqrt()
e_y_sqrt()



count

p = ggplot(data = dr,
p + geom_bar()

150 -

100~

50~

July

aes (Month, fill=Month))

May September
Month




count

dr$Month = factor(dr$Month,ordered = T,

p = ggplot(data = dr, aes (Month, fill=Month))
p + geom_bar()
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p = ggplot(data

p + geom_point()

Infection
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p = ggplot(data = dr, aes (Length, Infection,colour=Length))
p + geom _point() + scale colour_gradient2()
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p = ggplot(data = dr, aes (Length, Infection,colour=Length))

p + geom_point() +

scale colour_gradientn(colours = terrain.colors(10))
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p:

P

Infection

ggplot(data = dr, aes (Length,
+ geom_point() +

Infection, colour=Lake))

scale color_manual(values = c("#00AFBB", "#E7B8@0", "#FC4EQ7"))
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p = ggplot(data = dr, aes (Length, Infection))
p + geom_point() + facet_grid(cols = vars(Month))
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p = ggplot(data = dr, aes (Length, Infection))
p + geom point() + facet _grid(Month~Lake)
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p = ggplot(data = dr, aes (Length, Infection, colour=Lake))
p + geom_point() + theme_bw()
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p = ggplot(data = dr, aes (Length, Infection, colour=Lake))
p + geom_point() + labs(title='Dreissena polymorpha \n [pelicceHa pedHas') +
theme(
axis.text.x = element_text(face = "bold", color="#993333",
size = 12, angle = 45),
axis.text.y = element text(face = "bold", color = "blue",
size = 12, angle = 990))
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