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lNoMowb No nporpaMmam

MOXHO NoNy4YnTb CNPaBKy B KOMaHAHOW CTPOKe:
KpaTkoe onucaHme OCHOBHbIX OMUMIA:
> any-emboss-util -help

OnvcaHve Bcex UMewWMXcs OMuuiA:
> any-emboss-util -help -verbose

MoapobHOe onmMcaHue KoMaHAbl:
> tfm any-emboss-util

Monck nporpaMmMbl MO OMUCAHUIO:
> wossname "alignment"

Y Bcex MNporpamMMm ecTb man, no obbemy 3TO npumepHo -help
> man any-emboss-util

Mnn MOXHO YMTaTb ONUCAHKS B MHTEpPHETE!

http://emboss.open-bio.org/ nytaHbiit 0bULMANBHBIA CAWAT
http://emboss.sourceforge.net/ nyywe opraHM3oBaH, HO Y MEHSI MOCTOSIHHO BUCUT


http://emboss.open-bio.org/
http://emboss.sourceforge.net/

YHu@uUMpoBaHHbIM agpec nocnegosatenbHoctn (USA)

Uniform Sequence Address

format: :dbORfile:entry[start:end:reverse]]

Cnucok GopMaToB MOXKHO Y3HATb 34€eCh:
http://emboss.sourceforge.net/docs/themes/SequenceFormats.html

Cnncok 6a3 AaHHbIX MOXHO Y3HaTb C MOMOLLbI KOMaHAbl showdb . [1o dakTy, Ha
kodomo ecTb nokanbHag konus Swiss-Prot, 1 HacTpoeHO cKauMBaHMe 3anucen n3
ENA/DDBJ v UniProtKB (TrEMBL).

B umeHax dannoB 1 3anucen MOXHO MCNOAb30BaTb Macku. He 3abbiBanTe npo
3KpaHupoBaHue!

MonHbi dopmaT USA MOXHO y3HaTb 34€Ch:
http://emboss.sourceforge.net/docs/themes/UniformSequenceAddress.html


http://emboss.sourceforge.net/docs/themes/SequenceFormats.html
http://emboss.sourceforge.net/docs/themes/UniformSequenceAddress.html

AprymeHTbl KOMaHOHOMW CTPOKMU
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apryMeHTbl HasbiBatoTca qualifiers
6bIBatOT NaTM TMNOB: standard, additional, advanced, associated u general
BCerfa 3a4alTcs B BUAE ONUMIA, HAUMHAKLLMXCS C 00H020 CUMBONA -

Ha3BaHMe OMUMKM MOXKHO COKPaLLaTb, MOKa MOHATHO, Kakas OMUMS UMeeTCs B
BUAY

HEeNb3s CKEUBATb Ha3BaHWUS HECKOMbKMX OMUMIA MOC/IE OAHOTO -

MoYTK BCE ONMUMM TPEDYIOT OAMH apryMEHT

y onuui Tuna boolean apryMeHT MOXHO onyckaTb, Mmes B Buay "Y"




Standard qualifiers

O6s3aTenbHble apryMeHTbl

> ec/v He 3afaHbl, GyayT 3anpolueHbl C STDIN B MPOLLECCE UCMONTHEHUS

> uHorga MOTYT 3a4aBaTbCA B BUAE MO3ULUMOHHBIX apryMeHTOB (T.e. 6e3
YKa3aH14a Ha3BaHUA OI'ILI,VII/I), B 3TOM C/iy4ae Ha3BaHUE ONMuMU 3aK/TIKOHYEHO B []
Ha CTpaHuue -help

» MHOrAa AN HUX ecTb 3Ha4yeHue no YMO/T4aHUI0, KOTOPOE MOXXHO
aKTMBMpOBaTbOHuMeﬁ -auto

Mpumep:

> infoseq -sequence "seq.fasta"
mnn (To xe camoe):

> infoseq "seq.fasta"




Additional qualifiers

JononHuTenbHble APryMeHTbI

> ecnu He 3a4aHbl, OyAyT MCNOMb30BaHbl 3HAYEHUS MO YMONYaHMIO (€C/IM He
33[aHa onuus -options, MHaye OyayT 3anpoLieHbl ¢ STDIN )

» 3HayeHusa no YMOJT4aHUKO YKa3aHbl B [] Ha CTpaHuLUe -help

Mpumep:
> infoseq seq.fasta -outfile "report.txt"




Advanced qualifiers

"PaclimpeHHbie” apryMeHTbl

> Mpepnnonaraercs, YTo OHM peaKo NOTPebytoTcs PSAOBbIM MOMb30BATENAM
> 0TOOpaXKaloTCs Ha CTpaHMLEe -help 6e3 onuuM -verbose

Mpumep:
> infoseq seq.fasta -outfile report.txt -delimiter ";"




Associated qualifiers
"ACCOLMMPOBAHHbIE" apryMeHTbl
P> YTOYHAIOT 3HaYEHMA APYrMX apryMeHToB
> He 0TOOPaXalTCa HA CTpaHULe -help 6e€3 onuMM -verbose

P Ha CTpaHuLEe -help -verbose YKa3aHO, KaKOW apryMeHT OHW YTOYHSAIOT

Mpumep:
> infoseq seq.fasta -outfile report.txt -squick "Y"




General qualifiers
O6wwme aprymeHTbl
> ecTb y Bcex nporpamm EMBOSS

P> He 0TOOpaXatTca Ha CTpaHuLe -help 0e3 onumMu -verbose (3a
MCKOYEHWEM CaMOl onumMn -help )

> cayxat aMbo Ans nonyvyeHus ciyxxebHol nHpopMaLlmmu o nporpamme, Anbo
L1 EePEK/IYEHUS PEXMMA B3aUMOLENCTBUS C MPOrpaMMoit

Mpumep:
> infoseq -help "Y" -verbose "N"




I'IepeHanpaBneHme NMOTOKOB

-filter 06wt apryMeHT, AenaeT BCe, YTO HYXHO

-stdout 06LWMIA apryMeHT, TONbKO NOAMEHSET 3Ha4YeHUe No YMONYAHUIO 414
-outseq Ha STDOUT , eC/iM -outseq — 3TO 006A3aTeNbHbIN
apryMeHT, TO NporpaMma ero BCe paBHO CNpOCUT

stdout cneumanbHoe 3HavyeHue napameTtpa (He onuusl), B 3ToM cnyyae
BMecTo (aina BbiBOA, OyaeT nepeHanpaBneH Ha STDOUT

-auto OOLWMI apryMeHT, He U3MEHSET NOTOKOB, HO OTK/IOYAET BCe
CO0bLEeHUa 1 3acTaBNSET NPOrpaMMy UCMNOAb30BaTb 3HAYEHMS MO
YMONYaHUIO flaxke Ans 06a3aTenbHbIX apryMeHTOB; NoMoraeT
pewunTb NnpobnemMy € -stdout




Npobnembl c coobLeHNIMHU

Bce coobuueHuns, B TOM yncne -help, nporpammbl EMBOSS BbiBOAAT Ha STDERR,
a He STDOUT

Cnnte STDOUT n STDERR u nepeHanpasBuTb B dann:
> seqret -help &> '"seqret_help.txt"

Cnntb STDOUT n STDERR w nepepaTb cnepywowen KoMmMaHze:
> seqgret -help -verbose |& less

Yéutb STDERR (nepeHanpaBuWTb B YEpHYW Ablpy):
> seqret "segs.fasta" stdout 2> /dev/null | less

OTKUYMTb coobuweHns Ha ypoBHe koMmaHapl EMBOSS:
> seqret -filter "segs.fasta" | less

nnu

> seqret -auto "seqgs.fasta" "out.fasta"



PasbueHue fasta Ha oTaenbHble dhannbl

[lnsg 31010 €CTb seqretsplit , BOT TO/bKO 33iaHWE UMEH BbIXOAHbIX (ainos
COBCEM HE UHTYUTMBHOE (LA eLe 1 [I0KOB MOJHO).

MMs BbIXOOHbIX hannoB umMeeT B4, DIR/NAME.FORMAT

DIR no ymonuaHuio - TekyLas namnka; MOXHO 334aTb C MOMOLLbIO
aCCOLI.l/IVIpOBaHHOﬁ onuuKn -osdirectory

NAME umpeHTUdUKATOp NOCNen0BaTENbHOCTU (MOMEHATb HENb34)

FORMAT Bcerpa fasta; npuyem MOXHO M3MEHUTb DakTUyeckuin dopmat
BbIXOAHbIX darnoB (Hanpumep, ¢ nomoubio USA 1 -outseq ), HO
pacLIMpeHmne OT 3TOro He U3MeHnTCs ©



NHTepdericsl

He Bce nto6st CLI, noatomy ang nporpamm EMBOSS ecTb HECKONbKO ApYrmnx
nHTEepdencos.

» Jemboss - okoHHbIM GUI, HanMcaH Ha Java, No3ToMy KpoCC-NnaTGOpPMeEHHbIN
> Beb-uHTepdeiic Ha caiiTe EBI: https://www.ebi.ac.uk/Tools/emboss/

Bonble BCAKMX NOAOOHbIX MPOEKTOB MOXHO MCKaTb Ha carTe EMBOSS, HO oHM
MoYTK BCE Y>Ke MepTBbI.

http://emboss.open-bio.org/html/use/ch@7.html



https://www.ebi.ac.uk/Tools/emboss/
http://emboss.open-bio.org/html/use/ch07.html

