	# ADT_CHLKE_sw_P31692_ Length: 339
	
	
	

	# ADT_CHLKE_sw_P31692_ Number of predicted TMHs:  3
	

	# ADT_CHLKE_sw_P31692_ Exp number of AAs in TMHs: 68.70292

	# ADT_CHLKE_sw_P31692_ Exp number, first 60 AAs:  0.10694
	

	# ADT_CHLKE_sw_P31692_ Total prob of N-in:        0.43306
	

	ADT_CHLKE_sw_P31692_    TMHMM2.0        outside      1   142
	

	ADT_CHLKE_sw_P31692_    TMHMM2.0        TMhelix    143   165

	ADT_CHLKE_sw_P31692_    TMHMM2.0        inside     166   205
	

	ADT_CHLKE_sw_P31692_    TMHMM2.0        TMhelix    206   228

	ADT_CHLKE_sw_P31692_    TMHMM2.0        outside    229   247

	ADT_CHLKE_sw_P31692_    TMHMM2.0        TMhelix    248   265

	ADT_CHLKE_sw_P31692_    TMHMM2.0        inside     266   339
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