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Key
@ Backbone sugar and base-number = - Hydrogen bond to DNA
@ Phosohate eroup Nonbonded contact to DNA (< 3.35A)
osphate group 88 Water molecule and number

* Residue/water on plot more than once

1p47_old



Page 2

Chain C Chain D
| |
| |
|
34 W - — (5- 4 ODI AspLS(A)
GluI21(A) --- - . P R— NH1 Argl24(A)*
His181(B) ND1 - 65 0G Ser147(A)
Argl18(A) NH2 12 (5 — ( <53]
ThrlS8B)OG1 .~ < N
Glu160(B) OE1 31 76
A 180 B # NHZ, Hl LI N
rgl80(B) R L OD2 Asp120(A)
% C— 7
70 NHI Argl80(B)*
His153(B) ND1 - __
30 0 = O N () Se— 66
His149(B)* O ¥ i)
rg R
Argl74(B) NH2 . 157 G— C
LI E—
© T— A @[ wwin
Ser145(B) - --
His149(B)* NE2 - (— (<8
His125(B) ND1 @) (D) 78
Arg146(B) NHI, NH2 ::::::::::::::,,,,:G — C G
Arglo3(B) NH2 (B (D 0G Ser175(B)

Arg124(B) NHZ, NH1 ::::::::::::::,,,,:G — C 0oD2 ASp148(B)

1
1
1
Key
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@ Backbone sugar and base-number = e Hydrogen bond to DNA
@ Phosphate eroun Nonbonded contact to DNA (< 3.35A)
osphate group 88 Water molecule and number

* Residue/water on plot more than once
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