NC 015520 Mahella australiensis 50-1 BON

NC 002570 Bacillus halodurans C-125

NC 002570 Bacillus halodurans C-125

NC 000964 Bacillus subtilis subsp. subtfilis str. 168

NC 015690 Paenibacillus mucilaginosus KNP414

NC 016048 Oscillibacter valericigenes Sjm18-20

NC 000964 Bacillus subtilis subsp. subtilis str. 168

NC 015520 Mahella australiensis 50-1 BON

NC 015520 Mahella australiensis 50-1 BON

NC 014828 Ethanoligenens harbinense YUAN-3

NC 010337 Heliobacterium modesticaldum Ice1

NC 010337 Heliobacterium modesticaldum Ice1

NC 015520 Mahella australiensis 50-1 BON

NC 007681 Methanosphaera stadtmanae DSM 3091

NC 000916 Methanothermobacter thermautotrophicus str. Delta H
NC 022657 Actinoplanes friuliensis DSM7358

NC 004347 Shewanella oneidensis MR-1

NC 016940 Saprospira grandis str. Lewin

NC 016940 Saprospira grandis str. Lewin

NC 017079 Caldilinea aerophila DSM 14535 = NBRC 104270
NC 010602 Leptospira biflexa serovar Patoc strain 'Patoc 1 (Paris)’
NC 010382 Lysinibacillus sphaericus C3-41

NC 012491 Brevibacillus brevis NBRC 100599

NC 015873 Megasphaera elsdenii DSM 20460

NC 017068 Selenomonas ruminantium subsp. lactilytica TAM6421
NC 016077 Acidaminococcus intestini RyC-MR95

NC 013595 Streptosporangium roseum DSM43021

NC 013131 Catenulispora acidiphila DSM44928

NC 013729 Kribbella flavida DSM 17836

NC 016109 Kitasatospora setae KM-6054

NC 011768 Desulfatibacillum alkenivorans AK-01

NC 009633 Alkaliphilus metalliredigens QYMF

NC 015757 Sulfobacillus acidophilus TPY

NC 018870 Thermacetogenium phaeum DSM 12270

NC 018020 Tureriella parva DSM21527

NC 019897 Thermobacillus composti KWC4

NC 015690 Paenibacillus mucilaginosus KNP414

NC 018020 Turneriella parva DSM21527

NC 010602 Leptospira biflexa serovar Patoc strain 'Patoc 1 (Paris)’
NC 015690 Paenibacillus mucilaginosus KNP414

NC 016599 Owenweeksia hongkongensis DSM 17368

NC 016048 Oscillibacter valericigenes Sjm18-20

NC 016048 Oscillibacter valericigenes Sjm18-20

NC 023137 Phaeobacter gallaeciensis DSM 26640

NC 013739 Conexibacter woesei DSM 14684

NC 011894 Methylobacterium nodulans ORS 2060

NC 014734 Paludibacter propionicigenes WB4

NC 016609 Niastella koreensis GR20-10

NC 017770 Solitalea canadensis DSM 3403

NC 014972 Desulfobulbus propionicus DSM2032

NC 008009 Candidatus Koribacter versatilis Ellin345

NC 018014 Terriglobus roseus DSM 18391

NC 016631 Granulicella mallensis MP5ACTX8

NC 015064 Granulicella tundricola MPSACTX9

NC 021487 Chthonomonas calidirosea T49

NC 020541 Rhodanobacter denitrificans

NC 014664 Rhodomicrobium vannielii ATCC 17100

NC 014816 Asticcacaulis excentricus CB 48

NC 014006 Sphingobium japonicum UT26S

NC 013355 Zymomonas mobilis subsp. mobilis NCIMB 11163
NC 009511 Sphingomonas wittichii RW1

NC 012489 Gemmatimonas aurantiaca T-27

NC 012489 Gemmatimonas aurantiaca T-27

NC_021009 Coprococcus catus GD/7

NC 021012 Roseburia intestinalis XB6B4

NC 014387 Butyrivibrio proteoclasticus B316

NC 023001 Candidate division WWE3 bacterium RAAC2 WWE3 1
NC 022576 Candidatus Symbiobacter mobilis CR

NC 012491 Brevibacillus brevis NBRC 100599

NC 020520 llumatobacter coccineus YM16-304

NC 021658 Sorangium cellulosum So0157-2

NC 013131 Catenulispora acidiphila DSM44928

NC 010407 Clavibacter michiganensis subsp. sepedonicus
NC 008578 Acidothermus cellulolyticus 11B

NC 016584 Desulfosporosinus orientis DSM765 <
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NC 007907 Desulfitobacterium hafniense Y51

NC 015172 Syntrophobotulus glycolicus DSM8271

NC 018867 Dehalobacter sp. CF

NC 018867 Dehalobacter sp. CF

NC 014098 Kymidia tusciae DSM2912

NC 017167 Alicyclobacillus acidocaldarius subsp. acidocaldarius Te-4-1
NC 008699 Nocardioides sp. JS614

NC 013132 Chitinophaga pinensis DSM 2588

NC 010482 Candidatus Korarchaeum cryptofilum OPF8
NC 013520 Veillonella parvula DSM 2008

NC 015499 Thermodesulfobium narugense DSM 14796
NC 015690 Paenibacillus mucilaginosus KNP414

NC 015873 Megasphaera elsdenii DSM 20460

NC 010718 Natranaerobius thermophilus JMNM-WN-LF
NC 009633 Alkaliphilus metalliredigens QYMF

NC 021041 Megamonas hypermegale ART12/1

NC 016077 Acidaminococcus intestini RyC-MR95

NC 013522 Thermanaerovibrio acidaminovorans DSM6589
NC 019954 Tepidanaerobacter acetatoxydans Re1

NC 012491 Brevibacillus brevis NBRC 100599

NC 019897 Thermobacillus composti KWC4

NC 010718 Natranaerobius thermophilus JWNM-WN-LF
NC 003869 Thermoanaerobacter tengcongensis MB4
NC 010424 Candidatus Desulforudis audaxviator MP104C
NC 014377 Thermosediminibacter oceani DSM 16646

NC 021184 Desulfotomaculum gibsoniae DSM7213

NC 014220 Syntrophothermus lipocalidus DSM 12680

NC 014220 Syntrophothermus lipocalidus DSM 12680
NC 014377 Thermosediminibacter oceani DSM 16646

NC 019954 Tepidanaerobacter acetatoxydans Re1

NC 018870 Thermacetogenium phaeum DSM 12270

NC 008346 Syntrophomonas wolfei subsp. wolfei str. Goettingen G311
NC 019970 Thermoanaerobacterium thermosaccharolyticum M0795
NC 013739 Conexibacter woesei DSM 14684

NC 009142 Saccharopolyspora erythraeca NRRL 2338

NC 017079 Caldilinea aerophila DSM 14535 = NBRC 104270
NC 009972 Herpetosiphon aurantiacus DSM785

NC 009523 Roseiflexus sp. RS-1

NC 011831 Chloroflexus aggregans DSM 9485

NC 006177 Symbiobacterium thermophilum IAM 14863
NC 010793 Orientia tsutsugamushi str. Ikeda

NC 009495 Clostridium botulinum A str. ATCC 3502

NC 020238 Bacillus thuringiensis serovar kurstaki str. HD73
NC 003869 Thermoanaerobacter tengcongensis MB4

NC 015757 Sulfobacillus acidophilus TPY

NC 014831 Thermaerobacter marianensis DSM 12885
NC 013523 Sphaerobacter thermophilus DSM 20745

NC 011959 Thermomicrobium roseum DSM5159

NC 015757 Sulfobacillus aCIdophllus TPY

NC 005090 Welinella succinogenes DSM 1740

NC 015757 Sulfobacillus acidophilus TPY

NC 015757 Sulfobacillus acidophilus TPY

NC 008536 Candidatus Solibacter usitatus Ellin6076
NC 016631 Granulicella mallensis MP5ACTX8

NC 010717 Xanthomonas oryzae pv. oryzae PXO99A

NC 002488 Xylella fastidiosa 9a5¢

NC 000964 Bacillus subtilis subsp. subtilis str. 168

NC 016593 Geobacillus thermoleovorans CCB_US3_UF5
NC 000964 Bacillus subtilis subsp. subtilis str. 168

NC 011899 Halothermothrix orenii H 168

NC 014831 Thermaerobacter marianensis DSM 12885
NC 011899 Halothermothrix orenii H 168

NC 013385 Ammonifex degensii KC4

NC 019970 Thermoanaerobacterium thermosaccharolyticum M0795
NC 003869 Thermoanaerobacter tengcongensis MB4

NC 007907 Desulfitobacterium hafniense Y51

NC 021184 Desulfotomaculum gibsoniae DSM7213

NC 014831 Thermaerobacter marianensis DSM 12885
NC 016584 Desulfosporosinus orientis DSM765

NC 007907 Desulfitobacterium hafniense Y51

NC 016584 Desulfosporosinus orientis DSM765

NC 016584 Desulfosporosinus orientis DSM765

NC 019970 Thermoanaerobacterium thermosaccharolyticum M0795
NC 014152 Thermincola potens JR

NC 017167 Alicyclobacillus acidocaldarius subsp. acidocaldarius Te-4-1
NC 019970 Thermoanaerobacterium thermosaccharolyticum M0795
NC 003869 Thermoanaerobacter tengcongensis MB4

NC 018870 Thermacetogenium phaeum DSM 12270

NC 009454 Pelotomaculum thermopropionicum SI

NC 007644 Mborella thermoacetica ATCC 39073

NC 016584 Desulfosporosinus orientis DSM765

NC 006177 Symbiobacterium thermophilum IAM 14863
NC 003030 Clostridium acetob utylicum ATCC 824

NC 017167 Alicyclobacillus acidocaldarius subsp. acidocaldarius Te-4-1
NC 017167 Alicyclobacillus acidocaldarius subsp. acidocaldarius Te-4-1
NC 014828 Ethanoligenens harbinense YUAN-3

NC 018867 Dehalobacter sp. CF

NC 017668 Halobacillus halophilus DSM 2266

NC 006177 Symbiobacterium thermophilum IAM 14863
NC 010382 Lysinibacillus sphaericus C3-41

NC 016584 Desulfosporosinus orientis DSM765

NC 018867 Dehalobacter sp. CF

NC 014098 Kyrpidia tusciae DSM2912

NC 016593 Geobacillus thermoleovorans CCB_US3_UF5
NC 016048 Oscillibacter valericigenes Sjm18-20

NC 016048 Oscillibacter valericigenes Sjm18-20

NC 020238 Bacillus thuringiensis serovar kurstaki str. HD73
NC 003997 Bacillus anthracis str. Ames

NC 016584 Desulfosporosinus orientis DSM765

NC 002570 Bacillus halodurans C-125

NC 010382 Lysinibacillus sphaericus C3-41

NC 018065 Solibacillus silvestris StLB046

NC 004193 Oceanobacillus iheyensis HTES31

NC 018704 Amphibacillus xylanus NBRC 15112

NC 017668 Halobacillus halophilus DSM 2266

NC 006177 Symbiobacterium thermophilum IAM 14863
NC 012491 Brevibacillus brevis NBRC 100599

NC 000964 Bacillus subtilis subsp. subtilis str. 168

NC 016593 Geobacillus thermoleovorans CCB_US3_UF5
NC 015690 Paenibacillus mucilaginosus KNP414

NC 015757 Sulfobacillus acidophilus TPY

NC 005085 Chromobacterium violaceum ATCC 12472

NC 003030 Clostridium acetob utylicum ATCC 824

NC 010337 Heliobacterium modesticaldum Ice1

NC 015690 Paenibacillus mucilaginosus KNP414

B COG3858 Spore germination protein YaaH
I COG0726 Peptidoglycan/xylan/chitin deacetylase, PgdA/CDA1 family
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