Занятие 2. Поисковые системы 15.02.08

1. В общем вся информация о белке, представленная в системамах MRS, SRS и поисковой машине Expasy одинакова. Но есть итересные детали, делающие систему SRS для меня наиболее интересной и полезной. Например, в этой системе в наиболее доступной форме представлены статьи в различных форматах. И хотя в других системах эта функция также присутствует, для меня наиболее наглядной явилась запись в SRS. Немаловажно представление «особенностей» последовательности. Меньше всего мне оно понравилост в машине Expasy. Там все очень некомпактно, ненаглядно и указаны только основные данные. А вот в MRS когда наводишь мышкой на «особенность», соответствующая ей последовательность аминокислотных остатков выделяется цветом, что позволяет сразу оценить положение данной «особенности» в последовательности. Но наиболее наглядно и понятно эта информация представлена в системе SRS. В этой системе перед основной информацией показана очень наглядная схема расположения «особенностей», альфа-спиралей и бета-тяжей в цепи. Также большим достоинством данной системы возможность просматривать последовательность аминокислот в различных форматах: FASTA,GCG,PIR,Swiss-Prot,Pretty.

- Гамма-пртеобактерии

– Gammaproteobacteria
- 69659 записей в банке SwissProt, описывающих белки из гамма-протеобактерий
	Формулировка функции белка
	Строка запроса
	Количество найденных документов

	Catalyzes
	([swissprot-Taxonomy:Gammaproteobacteria*] &  ([swissprot-Comment:Catalyzes*] >  parent ))
	12110

	Catalyzes the reversible isomerization-deamination of glucosamine 6-phosphate
	([swissprot-Taxonomy:Gammaproteobacteria*] &  (((((((([swissprot-Comment:Catalyzes*] &  [swissprot-Comment:the*]) &  [swissprot-Comment:reversible*]) &  [swissprot-Comment:isomerization-deamination*]) &  [swissprot-Comment:of*]) &  [swissprot-Comment:glucosamine*]) &  [swissprot-Comment:6-phosphate*]) |  [swissprot-Comment:Catalyzes the reversible isomerization-d eamination of glucosamine 6-phosphate*]) >  parent ))
	53

	Catalyzes the reversible isomerization-deamination of glucosamine 6-phosphate to form fructose 6-phosphate 
	([swissprot-Taxonomy:Gammaproteobacteria*] &  (((((((((((([swissprot-Comment:Catalyzes*] &  [swissprot-Comment:the*]) &  [swissprot-Comment:reversible*]) &  [swissprot-Comment:isomerization-deamination*]) &  [swissprot-Comment:of*]) &  [swissprot-Comment:glucosamine*]) &  [swissprot-Comment:6-phosphate*]) &  [swissprot-Comment:to*]) & [swissprot-Comment:form*]) &  [swissprot-Comment:fructose*]) &  [swissprot-Comment:6-phosphate*]) |  [swissprot-Comment:Catalyzes the reversible isomerization-d eamination of glucosamine 6-phosphate  to form fructose 6-ph osphate*]) >  parent ))
	53


>sw|A3N353|NAGB_ACTP2 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLQTSEQVSRWAARHIVERINRFQPTADRPFVLGLPTGGTPLQTYKELIRLYQAGE

VSFQHVVTFNMDEYVGLPKEHPQSYHTFMYRNFFDHIDIQPQNINILNGNTEDHDAECRR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLGSRTRIKTLTEDTLIANSRFFDNDITK

VPKYALTVGVATLLDAEEVMLLITGYNKALALQACVEGSVNHMWTVSALQLHKRGIVVCD

EPATQELKVKTVKYFTQLETQAIQSVL

>sw|A0KIG3|NAGB_AERHH Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLKSASQVGLWSARYIVDRINGFKPTAERPFVLGLPTGGTPLNTYKRLIELHKAGE

VSFQNVVTFNMDEYVGLPEDHPESYHSFMHNNFFSHIDIRPENINILNGNAPDLVAECKR

YEDKIKSYGKIHLFMGGVGNDGHIAFNEPASSLSSRTRVKTLTEDTRIANSRFFGGDMEQ

VPKLALTVGVGTLMDAEEIMILVTGHGKAQALQAAVEGSVNHMWTISTLQLHPKGMMVCD

EPSTMELKVKTVRYFQQLEAANIGRL

>sw|A4SPM2|NAGB_AERS4 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLKSASQVGLWSARYIVDRINGFKPTADRPFVLGLPTGGTPLNTYKRLIELHKAGE

VSFEHVATFNMDEYVGLPEDHPESYHSFMHNNFFCHIDIRPENINILNGNAEDLVAECKR

YEDKIKSYGKINLFMGGVGNDGHIAFNEPASSLSSRTRVKTLTEDTRIANSRFFGGDMEQ

VPKLALTVGVGTLMDAEEIMILVTGHGKAQALQAAVEGSVNHMWTISTLQLHPKGMMVCD

EPSTMELKVKTVRYFQQLEAANIGRL

>sw|Q7VR99|NAGB_BLOFL Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MKVVFLDNTDQVAQWVSGYIIWKINSFKPTISRPFLLGLPTGSSPIKTYKNLIKLYQDGQ

VSFKYVVIFTMDEYIGISSDDPTSYCKFLHDNFIDHIDIAQENVNFLNGNVTDLNYECER

YEKKIKSYGNIHLFIGGVGKDGHVAFNEPGSSFNSRTRVKNLSRETRLSNARFFSYKIEA

VPKFALTIGLATLLESQEIIIIATGQDKAAAVQAAIEGSVNHTWPISCLQFHPKTTLICD

ELSTVELKIKTVKYFQELEVNNNKIFN

>sw|A8AJE0|NAGB_CITK8 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTSAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPLTAYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYHSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRN

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDGDVNQ

VPKYALTVGVGTLLDAEEVMILVLGHQKAQALQAAVEGNVNHMWTISCLQLHPKAVVVCD

EPSTMELKVKTLKYFNELEAENIKGL

>sw|Q487K8|NAGB_COLP3 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MQVIIFDNAQQVAENAAEWVAELINKKSNPVLGLATGSTPISLYQELVNKYKAGELSFSN

TTSFNLDEYLGINEKNQQSYRHFMNENLFNHVDINKLKTFLPTCNQGENPREQGLDYEDK

IAQAGGIDLQILGIGANGHIGFNEPTSSLASRTRIKTLTQQTLNDNSRLFAADEFQPTLA

MTMGIATILDARYVLLMATGKSKAKAVKEMVTGPLSAVCPASSLQLHENAIVLLDKEAAS

ELEDHEYYVWADKQNVKINQEFGLYHNY

>sw|A7ZJ60|NAGB_ECO24 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMILVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|P0A760|NAGB_ECO57 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMILVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|A7ZXT7|NAGB_ECOHS Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMILVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|A1A8T7|NAGB_ECOK1 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMILVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|Q0TK13|NAGB_ECOL5 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMILVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|Q8FJX7|NAGB_ECOL6 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIEAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMILVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|P0A759|NAGB_ECOLI Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMILVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|Q1REP9|NAGB_ECOUT Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMILVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|A4W844|NAGB_ENT38 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLATAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPLTAYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLAKEHPESYHSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKINLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDGDVSQ

VPKYALTVGVGTLLDAEEVMILVLGNVKAQALQAAVEGNVNHMWTISCLQLHPKAVVVCD

EPSTMELKVKTLKYFNELEAENIKGL

>sw|A7MQT6|NAGB_ENTS8 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLATPQQVGKWAARHIVKRINDFNPTADRPFVLGLPTGGTPLEAYKALIEMHKAGQ

VSFKHVVTFNMDEYVGLPKDHPESYHSFMYRNFFDHVDIPEENINLLDGNAPDIDAECRR

YEEKIRAYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFGGDVNQ

VPKYALTVGVGTLLDAQEVMILVLGHVKAQALQAAVEGNVNHMWTISCLQLHPKAVIVCD

EPSTMELKVKTLKYFTELEAENIKDL

>sw|Q6D7J9|NAGB_ERWCT Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAADVGKWAARHIVEKINAFKPSAERPFILGLPTGTSPLEAYKSLVTMHKAGL

VSFKHVVTFNMDEYVGLPTDHPESYHTFMHQNFFNHIDILRENINLLNGNAADTTAECRR

YEEKIKSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTEETRIANSRFFGGDVSL

VPKFALTVGVGTLLDAEEVMILVTGRNKAQALQAAVEGNVNHMWTISCLQLHAKAIMVCD

EPSTMELKVKTVKYFRELETESMKNL

>sw|Q7VKN1|NAGB_HAEDU Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLKNDQQVAKWAASYIAQRINQFKPSAERPFVLGLPTGGTPLQTYQELIKLYQAGE

VSFKYVVTFNMDEYVGLAQDHPESYHSFMHNNFFKHIDIQAQNINILDGNTDDHQQECHR

YEEKIKYYGKIHLFMGGVGIDGHIAFNEPASSLGSRTRIKTLTEDTLIANSRFFNNDISQ

VPKYALTIGVATLLDAEEIMLLITGYNKALALQAGVEGSVNHLWTVSALQLHERSIIVCD

EPATQELKVKTVKYFTQLEAQEIASVC

>sw|Q4QP46|NAGB_HAEI8 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRFIPLQTEQQVSCWAAQHIINRINDFKPTAERPFVLGLPTGGTPLKTYQELIRLYQAGK

VSFKHVVTFNMDEYVALPEEHPESYHSFMYNNFFNHIDILPENINILNGNTDDHNAECHR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLSSRTRIKTLTQDTLIANSRFFNNDVTQ

VPKYALTIGVGTLLDAEEVMILATGHQKALAVQAAVEGSINHLWTVSALQMHRHFVLVCD

EAAQQELKVKTVKYFTELEGSVAGTDYQDK

>sw|A5UB10|NAGB_HAEIE Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRFIPLQTEQQVSCWAAQHIINRINDFKPTAERPFVLGLPTGGTPLKTYQELIRLYQAGK

VSFKHVVTFNMDEYVALPEEHPESYHSFMYNNFFNHIDILPENINILNGNTDDHNAECHR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLSSRTRIKTLTQDTLIANSRFFNNDVTQ

VPKYALTIGVGTLLDAEEVMILATGHQKALAVQAAVEGSINHLWTVSALQMHRHFLLVCD

EAAQQELKVKTVKYFTELEGAVAGTDYQGK

>sw|P44538|NAGB_HAEIN Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRFIPLQTEQQVSCWAAQHIINRINDFKPTAERPFVLGLPTGGTPLKTYQELIRLYQAGK

VSFKHVVTFNMDEYVALPEEHPESYHSFMYNNFFNHIDILPENINILNGNTDDHNAECRR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLSSRTRIKTLTQDTLIANSRFFNNDVTQ

VPKYALTIGVGTLLDAEEVMILATGHQKALAVQAAVEGSINHLWTVSALQMHRHFLLVCD

EAAQQELKVKTVKYFTELEGAVAGTDYQDK

>sw|Q0I4B9|NAGB_HAES1 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLKTAQQVSKWAAKHIVDRINTFAPTAERPFVLGLPTGGTPLQTYKELIKLYQAEE

VSFKYVVTFNMDEYVGLPKEHPESYHSFMYNNFFNHIDIQPQNINILDGNTDDHDEECRR

YEEKIKSYGKINLFMGGVGVDGHIAFNEPASSLASRTRIKTLTEDTLIANSRFFDNDVTK

VPKYALTIGVATLLDAEEVMLLVTGHNKALALQAGVEGNVNHFWTISALQLHRHAIFVCD

EPATQELKVKTVKYFTELEQRAIHSVLD

>sw|Q2S6X5|NAGB_HAHCH Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRVIIADSPEAVARMGAEQCIRLLQDKPAAVLGLATGSTPIALYAHLIQRRQQGEVSFHQ

VRTFNLDEYIGIAPQHPQSYRSFMQKQLFDHIDVLPENTHIPNGMGDPIAESRAYEDKIH

SAGGIDLQILGLGRNGHIGFNEPTSSLSSRTRAKTLTQETIRDNSRFFSADEEQPHLAIT

MGIGTILDARKIMLLAAGAAKADAVKAMVEGPISAMHPASALQMHPSALVIVDTDAASKL

ELIDYYRWVQSETLRVQGAYL

>sw|A6T6C1|NAGB_KLEP7 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLVTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPLTAYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYHSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRR

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHETRVANSRFFDGDVDL

VPKYALTVGVGTLLDAEEVMILVLGHQKALALQAAVEGNVNHMWTITCLQLHPKAVIVCD

EPSTMELKVKTLKYFNELEAENIKGL

>sw|Q65QE8|NAGB_MANSM Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLKNDEQVAKWSAQHIVDRINAFNPTEDHPFVLGLPTGGTPLKTYRELIKLYQAGK

VSFKHVVTFNMDEYVGLPKEHPQSYHSFMYNNFFNHVDIPEKNINILDGNTPDHDAECRR

YEEKIKSYGKINLFMGGVGVDGHIAFNEPASSLSSRTRIKTLTPDTLIANSRFFNNDVSQ

VPKYALTIGVATLLDAEEVMLLITGHQKALALQACVEGAVNHLWTVSALQLHRHSIVVCD

EPATQELKVKTVKYFTELEAYAIHSVI

>sw|Q9CMF4|NAGB_PASMU Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLHNVDQVAKWSARYIVDRINQFQPTEARPFVLGLPTGGTPLKTYEALIELYKAGE

VSFKHVVTFNMDEYVGLPKEHPESYHSFMYKNFFDHVDIQEKNINILNGNTEDHDAECQR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLSSRTRIKTLTEDTLIANSRFFDNDVNK

VPKYALTIGVGTLLDAEEVMILVTGYNKAQALQAAVEGSINHLWTVTALQMHRRAIIVCD

EPATQELKVKTVKYFTELEASAIRSVK

>sw|Q7MB61|NAGB_PHOLL Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLANASDVGKWSAHYIVSKINAFNPTAEHPFILGLPTGSTPLATYKELIALHKAGK

VSFKYVVTFNMDEYVGITENHPQSYHHFMHQNFLDHIDIPKENINLLNGNASDVETECQR

YEDKIKSYGQIHLFMGGVGNDGHIAFNEPASSLTSRTRIKTLTVETRTANSRFFDNDINQ

VPKYALTVGVGTLMDAEEIMILATGLNKAQAIQAAIEGNVNHMWTISCLQMHPKSIIVCD

EPATMELKVKTVKYFHQLEADIIGEFASKK

>sw|Q3ID09|NAGB_PSEHT Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MQVLIFDDKKAVAENAATLLQKLILAKNNANIGLATGSTPIDLYKQLVSMYKNKHISFAQ

VNTFNLDEYYDIDENNSNSYRYFMNSQLFDHIDIDKNNTHLPTCNAKQDPRKQGEHFEQQ

IAALGGLDLQLLGIGGNGHIGFNEPSSSFASRTRIKSLTEQTVSDNSRMFSDDEQQPKMA

MTMGIATIMDAKYVLLIATGKNKAQAVNDMVNGPLSASCPASILQMHKNAIVIIDNDAAS

LLANKDYFTWVSQQNHEINQAFGHFPDL

>sw|A1SS81|NAGB_PSYIN Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLETTSDVAFWSARYISDAINKYSPTKERPFVLGLPTGGTPLETYKRLIALYNKGE

VSFENVVTFNMDEYVGLEQEHPQSYYRFMHQNFFSQIDIQIENTHLLNGLADDLEAECLR

YEKKIKSYGKINLFIGGVGADGHIAFNEPASSLASRTRVKTLASNTRRANSRFFNNDINQ

VPKLALTIGVGTLLEAAEILILVTGHHKAQALEAAIQGNVNHLWTVTALQLHPKTIIACD

AASTMELKVKTLKYFSELESDNIGYL

>sw|Q57RQ0|NAGB_SALCH Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLSTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPLTAYKALVEMHKAGE

VSFKHVVTFNMDEYVGLPKEHPESYHSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDGDVNQ

VPKYALTVGVGTLLDAEEVMILVLGHQKAQALQAAVEGNVNHMWTISCLQLHPKAVVVCD

EPSTMELKVKTLKYFNELEAENIKGL

>sw|Q5PCH6|NAGB_SALPA Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLSTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPLTAYKALVEMHKAGE

VSFKHVVTFNMDEYVGLPKEHPESYHSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDGDVNQ

VPKYALTVGVGTLLDAEEVMILVLGHQKAQALQAAVEGNVNHMWTISCLQLHPKAVVVCD

EPSTMELKVKTLKYFNELEAENIKGL

>sw|Q8Z8G0|NAGB_SALTI Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLSTAEQVGKWAARHIVNRINAFKPTTDRPFVLGLPTGGTPLTAYKALVEMHKAGE

VSFKHVVTFNMDEYVGLPKEHPESYHSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDGDVNQ

VPKYALTVGVGTLLDAEEVMILVLGHQKAQALQAAVEGNVNHMWTISCLQLHPKAVVVCD

EPSTMELKVKTLKYFNELEAENIKGL

>sw|Q8ZQX7|NAGB_SALTY Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLSTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPLTAYKALVEMHKAGE

VSFKHVVTFNMDEYVGLPKEHPESYHSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDGDVNQ

VPKYALTVGVGTLLDAEEVMILVLGHQKAQALQAAVEGNVNHMWTISCLQLHPKAVVVCD

EPSTMELKVKTLKYFNELEAENIKGL

>sw|A8GB41|NAGB_SERP5 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLKDTAQVGKWAARHIVQRINAFKPTAERPFVLGLPTGGTPLEAYKHLIAMHKAGE

VSFKHVVTFNMDEYVGLPQEHPESYHTFMYRNFFDHVDIPSENINLLNGNAPDVDAECRQ

YEAKIKSYGKINLFMGGVGIDGHIAFNEPASSLASRTRIKTLTEDTRIANSRFFGGDVSL

VPKFALTVGVGTLLDAEEVMILVTGHAKAQALEAAVEGNINHMWTISCLQLHAKAVVVCD

EPSTMELKVKTVKYFRELEAESVKSL

>sw|A3QB39|NAGB_SHELP Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MQIVILKDSAEVAEYGANLIINQLKRKPDSVLGLATGSTPVSLYQRLVAANQAGAVSFEG

VTSFNLDEYLGLEGSHPQSYRYFMDSQLFDAIDINKANTHVPPGDAEDPIAACEAYEAQI

QAAGGIDIQLLGIGRNGHIGFNEPSSGLMSRTRVKTLTQATIEDNARFFAEGEYQPHLSI

TMGIGTILDAKKVLLLATGESKADAIRAAVEGALSAACPASALQLHRDAVLVIDEAAASK

LADKEFYRHIEAENQLLQARLAALKAGE

>sw|Q324M6|NAGB_SHIBS Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMILVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|Q32IQ2|NAGB_SHIDS Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTANRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVITFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNALDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMILVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|Q0T6S6|NAGB_SHIF8 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMIMVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|P59688|NAGB_SHIFL Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMIMVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|Q3Z4C2|NAGB_SHISS Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTTAEQVGKWAARHIVNRINAFKPTADRPFVLGLPTGGTPMTTYKALVEMHKAGQ

VSFKHVVTFNMDEYVGLPKEHPESYYSFMHRNFFDHVDIPAENINLLNGNAPDIDAECRQ

YEEKIRSYGKIHLFMGGVGNDGHIAFNEPASSLASRTRIKTLTHDTRVANSRFFDNDVNQ

VPKYALTVGVGTLLDAEEVMILVLGSQKALALQAAVEGCVNHMWTISCLQLHPKAIMVCD

EPSTMELKVKTLRYFNELEAENIKGL

>sw|Q9KKS5|NAGB_VIBCH Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLKAAAQVGKWAAAHIVKRINEFQPTAERPFVLGLPTGGTPLATYKALIEMHKAGE

VSFKHVVTFNMDEYVGLAADHPESYRSFMYNNFFNHIDIQEENINLLNGNTDDHEAECKR

YEDKIKSYGKINLFMGGVGNDGHIAFNEPASSLSSRTRIKTLTEDTRIANSRFFDGDINQ

VPKYALTIGVGTLLDAQEIMILVTGHNKALALQAAVEGSVNHLWTVSALQLHPKAVIVCD

EPSTQELKVKTVKYFTELEAKNIVGF

>sw|Q5E294|NAGB_VIBF1 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLNRAEQVGAWSAQHIVNRINAFNPTADRPFVLGLPTGGTPLNTYKKLIELHKAGE

VSFKNVVTFNMDEYVGLPADHPESYRTFMHENFFNHIDIQPENINLLNGNAEDHEAECQR

YEDKIKSYGRINLFMGGVGNDGHIAFNEPASSLSSRTRIKTLTEDTRIANSRFFGGDMNL

VPEYSLTIGVGTLLDSEEIMILITGHNKGLALQAAVEGSVNHLWTVSALQLHPKSVIVCD

EPSTQELKVKTVKYFQQLEAKNMEGF

>sw|A7N5W3|NAGB_VIBHB Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLAQAAQVGKWAAAHIAKRINDFKPTAERPFVLGLPTGGTPLATYKALIELYQAGE

VSFEHVVTFNMDEYIGIPADHPESYRSFMYTNFFNHVNIQEANINLLNGNAEDHEAECQR

YEDKIKSYGKINLFMGGVGNDGHIAFNEPASSLSSRTRIKTLTEDTRIANSRFFDGDINQ

VPKYALTIGVGTLLDAEEVMILVTGHNKALALEAAVEGSVNHLWTVSALQLHPKAVIVCD

EPSQQELKVKTVKYFSELEAENIKGF

>sw|Q87K60|NAGB_VIBPA Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLTRAAQVGKWAAAHIAKRINDFKPTAERPFVLGLPTGGTPLATYKALIELYQAGE

VSFKHVVTFNMDEYIGIPADHPESYRSFMYNNFFNHIDIQEENINLLNGNTDNHEAECKR

YEDKIKSYGKINLFMGGVGNDGHIAFNEPASSLSSRTRIKTLTEDTRIANSRFFDGDINQ

VPKYALTIGVGTLLDAEEVMILVTGHNKALALEAAVEGCVNHLWTVSALQLHPKAVIVCD

EPSQQELKVKTVKYFSELEAENIKGF

>sw|Q8D4T9|NAGB_VIBVU Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLKTAAQVGKWAAAHIAKRINDFQPTAERPFVLGLPTGGTPLATYKALIELYQEGK

VSFKHVVTFNMDEYVGISADHPESYRSFMYNNFFNHIDIQEENINLLNGNAEDHEAECQR

YEDKIKSYGRINLFMGGVGNDGHIAFNEPASSLSSRTRIKTLTEDTRIANSRFFDGDINQ

VPKYALTIGVGTLLDSQEIMILVTGHNKALALEAAVEGSVNHLWTVSALQLHPKSVIVCD

EPSTQELKVKTVKYFTELEAKNIVGF

>sw|Q7MGE1|NAGB_VIBVY Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLKTAAQVGKWAAAHIAKRINDFQPTAERPFVLGLPTGGTPLATYKALIELYQEGK

VSFKHVVTFNMDEYVGISADHPESYRSFMYNNFFNHIDIQEENINLLNGNAEDHEAECQR

YEDKIKSYGRINLFMGGVGNDGHIAFNEPASSLSSRTRIKTLTEDTRIANSRFFDGDINQ

VPKYALTIGVGTLLDSQEIMILVTGHNKALALEAAVEGSVNHLWTVSALQLHPKSVIVCD

EPSTQELKVKTVKYFTELEAKNIVGF

>sw|A1JQE8|NAGB_YERE8 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLKNTTEVGKWAARYIVNRINAFKPTADRPFVLGLPTGGTPMEAYKHLVALYKAGE

VSFKNVVTFNMDEYVGLPQEHPESYYTFMHSNFFDHVDIPAENINLLNGNAPDIDEECRR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLASRTRIKTLTEETREANSRFFGGDANL

VPKYALTVGVGTLLDAEEVMILVTGRGKAQALQAAVEGSINHMWTISCLQLHAKAIMVCD

EPSTMELKVKTVKYFSELEAENIKNL

>sw|A7FKU3|NAGB_YERP3 Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLRNTAEVGKWAARHIVNRINAFKPTAERPFILGLPTGGTPMEAYKHLIAMHKAGE

VSFKHVVTFNMDEYVGLPKEHPESYYTFMHTNFFDHVDIPAENINLLNGNAADIDAECRR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLASRTRIKTLTQETRIANSRFFGGDANL

VPKYALTVGVGTLLDAEEVMILVTGHGKAQALQAAVEGSINHMWTISCLQLHAKAIMVCD

EPSTMELKVKTVKYFRELEAENVKDL

>sw|Q1C537|NAGB_YERPA Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLRNTAEVGKWAARHIVNRINAFKPTAERPFILGLPTGGTPMEAYKYLIAMHKAGE

VSFKHVVTFNMDEYVGLPKEHPESYYTFMHTNFFDHVDIPAENINLLNGNAADIDAECRR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLASRTRIKTLTQETRIANSRFFGGDANL

VPKYALTVGVGTLLDAEEVMILVTGHGKAQALQAAVEGSINHMWTISCLQLHAKAIMVCD

EPSTMELKVKTVKYFRELEAENVKDL

>sw|Q8ZDE1|NAGB_YERPE Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLRNTAEVGKWAARHIVNRINAFKPTAERPFILGLPTGGTPMEAYKYLIAMHKAGE

VSFKHVVTFNMDEYVGLPKEHPESYYTFMHTNFFDHVDIPAENINLLNGNAADIDAECRR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLASRTRIKTLTQETRIANSRFFGGDANL

VPKYALTVGVGTLLDAEEVMILVTGHGKAQALQAAVEGSINHMWTISCLQLHAKAIMVCD

EPSTMELKVKTVKYFRELEAENVKDL

>sw|Q1CKN7|NAGB_YERPN Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLRNTAEVGKWAARHIVNRINAFKPTAERPFILGLPTGGTPMEAYKYLIAMHKAGE

VSFKHVVTFNMDEYVGLPKEHPESYYTFMHTNFFDHVDIPAENINLLNGNAADIDAECRR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLASRTRIKTLTQETRIANSRFFGGDANL

VPKYALTVGVGTLLDAEEVMILVTGHGKAQALQAAVEGSINHMWTISCLQLHAKAIMVCD

EPSTMELKVKTVKYFRELEAENVKDL

>sw|A4TNY0|NAGB_YERPP Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLRNTAEVGKWAARHIVNRINAFKPTAERPFILGLPTGGTPMEAYKYLIAMHKAGE

VSFKHVVTFNMDEYVGLPKEHPESYYTFMHTNFFDHVDIPAENINLLNGNAADIDAECRR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLASRTRIKTLTQETRIANSRFFGGDANL

VPKYALTVGVGTLLDAEEVMILVTGHGKAQALQAAVEGSINHMWTISCLQLHAKAIMVCD

EPSTMELKVKTVKYFRELEAENVKDL

>sw|Q66DC7|NAGB_YERPS Glucosamine-6-phosphate deaminase (EC 3.5.99.6) (Glucosamine-6- phosphate isomerase) (GNPDA) (GlcN6P deaminase).

MRLIPLRNTAEVGKWAARHIVNRINAFKPTAERPFILGLPTGGTPMEAYKYLIAMHKAGE

VSFKHVVTFNMDEYVGLPKEHPESYYTFMHTNFFDHVDIPAENINLLNGNAADIDAECRR

YEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLASRTRIKTLTQETRIANSRFFGGDANL

VPKYALTVGVGTLLDAEEVMILVTGHGKAQALQAAVEGSINHMWTISCLQLHAKAIMVCD

EPSTMELKVKTVKYFRELEAENVKDL

Дополнительные задания.
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	Формулировка названия белка
	Строка запроса
	Количество найденных документов
	Год издания статьи

	 Glucosamine-6-phosphate
	([medline-Year#2007:2007] &  (([medline-AllText:Glucosamine-6-phosphate*] &  [medline-AllText:deaminase*]) |  [medline-AllText:Glucosamine-6-phosphate deaminase*]))
	2
	2007

	Glucosamine-6-phosphate
	([medline-Year#2005:2005] &  (([medline-AllText:Glucosamine-6-phosphate*] &  [medline-AllText:deaminase*]) |  [medline-AllText:Glucosamine-6-phosphate deaminase*]))
	6
	2005


В 2006 году не было статей о белке (по данным из банка MEDLINE) Т.о. за последние 3 года по данным из банка MEDLINE вышло 8 статей о моем белке.

2.

NEIFAKH,A.A.

	Строка запроса
	Количество найденных документов

	([medline-Authors:neifakh,a.a.*] & [medline-Year#1970:1980])
	10


Найденные мной статьи: 
· Исследование механизмов  изменения активности аспарата аминотранферазы  в раннем развитии морских ежей

· Миграции только синтезированной РНК во время митоза. Ядерная РНК в цитоплазме метафазных клеток.

· Изменение сухого веса ядра на ранних эмбриональных стадиях гольца (рыба)

· Миграция РНК в белково-синтезирующие комплексы в цитоплазме нормального диплоидного гольца и его диплоидного гибрида с золотой рыбкой.(2 статьи)

· Перераспределение заново синтезированных РНК между ядром и цитоплазмой в эмбрионах морских ежей.

· Экспрессия адолаз-контролируемых генов в гибридных эмбрионах рыб. Использование термостабилизации как генетического маркера.

· Синтез рибосомальных белков на ранних стадиях развития морских ежей.

· Термостойкость альдолаз гибридных эмбрионов морских ежей. 

· Регуляция потребления кислорода и цитохромоксидазной активности после искусственного увеличения митохондриального содержимого в морских эмбрионах.

Таким образом, А.А.Нейфах интересуется процессами, происходящими в эмбрионах морских рыб, ежей, их гибридов. Особенно РНК распределением и влияние различных факторов (температура, потребление кислорода) на развитие этих животных.

Нейфах Александр Александрович 

Заведующий лабораторией биохимической эмбриологии Института биологии развития РАН с 1967 г.; родился 2 мая 1926 г.; участник Великой Отечественной войны; окончил МГУ в 1948 г., доктор биологических наук, профессор; с 1954 г. работает в Институте биологии развития РАН; основные направления научной деятельности: ядерно-цитоплазматические отношения в раннем развитии, генетический контроль синтеза белков в эмбриогенезе, радиационная инактивация ядер в развитии, генетика скорости эмбриогенеза; академик РАЕН; член Хельсинской группы по защите прав человека. 

(информация о биографии с сайта http://biografija.ru/show_bio.aspx?id=94798)

