TMHMM result

HELP with output formats 



# Sequence Length: 1042

# Sequence Number of predicted TMHs:  8

# Sequence Exp number of AAs in TMHs: 192.04635

# Sequence Exp number, first 60 AAs:  0.82095

# Sequence Total prob of N-in:        0.97423

Sequence
TMHMM2.0
inside
     1    59

Sequence
TMHMM2.0
TMhelix
    60    79

Sequence
TMHMM2.0
outside
    80    83

Sequence
TMHMM2.0
TMhelix
    84   106

Sequence
TMHMM2.0
inside
   107   259

Sequence
TMHMM2.0
TMhelix
   260   279

Sequence
TMHMM2.0
outside
   280   298

Sequence
TMHMM2.0
TMhelix
   299   321

Sequence
TMHMM2.0
inside
   322   758

Sequence
TMHMM2.0
TMhelix
   759   781

Sequence
TMHMM2.0
outside
   782   835

Sequence
TMHMM2.0
TMhelix
   836   858

Sequence
TMHMM2.0
inside
   859   929

Sequence
TMHMM2.0
TMhelix
   930   952

Sequence
TMHMM2.0
outside
   953  1012

Sequence
TMHMM2.0
TMhelix
  1013  1030

Sequence
TMHMM2.0
inside
  1031  1042

[image: image1.png]TMHMM posterior probabilies for Sequence

12
- . -,
f
- ﬂ
0
0 200 400 600 800 1000
transmembrane inside outside





# plot in postscript, script for making the plot in gnuplot, data for plot



