       Экзонно-интронная структура человеческого гена MSH5.

    /gene="MSH5"

FT   CDS             join(complement(203425..203571),complement(202752..202875),

FT                   complement(201081..201161),complement(200868..200930),

FT                   complement(200013..200134),complement(199739..199848),

FT                   complement(199457..199492),complement(198719..198801),

FT                   complement(196594..196639),complement(190590..190728),

FT                   complement(190400..190462),complement(185724..185852),

FT                   complement(185397..185469),complement(185142..185251),

FT                   complement(184840..184920),complement(184505..184592),

FT                   complement(184042..184231),complement(183801..183927),

FT                   complement(183178..183327),complement(182755..182829),

FT                   complement(182402..182545),complement(182062..182199),

FT                   complement(181832..181905),complement(181486..181597))

FT                   /codon_start=1

FT                   /db_xref="GOA:O43196"

FT                   /db_xref="HGNC:7328"

FT                   /db_xref="HSSP:1EWR"

FT                   /db_xref="InterPro:IPR000432"

FT                   /db_xref="InterPro:IPR007696"

FT                   /db_xref="InterPro:IPR007861"

FT                   /db_xref="UniProtKB/Swiss-Prot:O43196"

FT                   /note="alternative name: G7, MutS"

FT                   /transl_table=1

FT                   /function="mismatch repair"

FT                   /gene="MSH5"

FT                   /protein_id="BAB63375.1"

FT                   /translation="MASLGANPRRTPQGPRPGAASSGFPSPAPVPGPREAEEEEVEEEE

FT                   ELAEIHLCVLWNSGYLGIAYYDTSDSTIHFMPDAPDHESLKLLQRVLDEINPQSVVTSA

FT                   KQDENMTRFLGKLASQEHREPKRPEIIFLPSVDFGLEISKQRLLSGNYSFIPDAMTATE

FT                   KILFLSSIIPFDCLLTVRALGGLLKFLGRRRIGVELEDYNVSVPILGFKKFMLTHLVNI

FT                   DQDTYSVLQIFKSESHPSVYKVASGLKEGLSLFGILNRCHCKWGEKLLRLWFTRPTHDL

FT                   GELSSRLDVIQFFLLPQNLDMAQMLHRLLGHIKNVPLILKRMKLSHTKVSDWQVLYKTV

FT                   YSALGLRDACRSLPQSIQLFRDIAQEFSDDLHHIASLIGKVVDFEGSLAENRFTVLPNI

FT                   DPEIDEKKRRLMGLPSFLTEVARKELENLDSRIPSCSVIYIPLIGFLLSIPRLPSMVEA

FT                   SDFEINGLDFMFLSEEKLHYRSARTKELDALLGDLHCEIRDQETLLMYQLQCQVLARAA

FT                   VLTRVLDLASRLDVLLALASAARDYGYSRPRYSPQVLGVRIQNGRHPLMELCARTFVPN

FT                   STECGGDKGRVKVITGPNSSGKSIYLKQVGLITFMALVGSFVPAEEAEIGAVDAIFTRI

FT                   HSCESISLGLSTFMIDLNQVAKAVNNATAQSLVLIDEFGKGTNTVDGLALLAAVLRHWL

FT                   ARGPTCPHIFVATNFLSLVQLQLLPQGPLVQYLTMETCEDGNDLVFFYQVCEGVAKASH

FT                   ASHTAAQAGLPDKLVARGKEVSDLIRSGKPIKPVKDLLKKNQMENCQTLVDKFMKLDLE

FT                   DPNLDLNVFMSQEVLPAATSIL"

FT   exon            181832..181905

FT                   /number=24

FT                   /gene="MSH5"

FT   exon            182062..182199

FT                   /number=23

FT                   /gene="MSH5"

FT   exon            182402..182545

FT                   /number=22

FT                   /gene="MSH5"

FT   exon            182755..182829

FT                   /number=21

FT                   /gene="MSH5"

FT   exon            183178..183327

FT                   /number=20

FT                   /gene="MSH5"

FT   exon            183801..183927

FT                   /number=19

FT                   /gene="MSH5"

FT   exon            184042..184231

FT                   /number=18

FT                   /gene="MSH5"

FT   exon            184505..184592

FT                   /number=17

FT                   /gene="MSH5"

FT   exon            184840..184920

FT                   /number=16

FT                   /gene="MSH5"

FT   exon            185142..185251

FT                   /number=15

FT                   /gene="MSH5"

FT   exon            185397..185469

FT                   /number=14

FT                   /gene="MSH5"

FT   exon            185724..185852

FT                   /number=13

FT                   /gene="MSH5"

FT   exon            190400..190462

FT                   /number=12

FT                   /gene="MSH5"

FT   exon            190590..190728

FT                   /number=11

FT                   /gene="MSH5"

FT   exon            196594..196639

FT                   /number=10

FT                   /gene="MSH5"

FT   exon            198719..198801

FT                   /number=9

FT                   /gene="MSH5"

FT   exon            199457..199492

FT                   /number=8

FT                   /gene="MSH5"

FT   exon            199739..199848

FT                   /number=7

FT                   /gene="MSH5"

FT   exon            200013..200134

FT                   /number=6

FT                   /gene="MSH5"

FT   exon            200868..200930

FT                   /number=5

FT                   /gene="MSH5"

FT   exon            201081..201161

FT                   /number=4

FT                   /gene="MSH5"

FT   exon            202752..202875

FT                   /number=3

FT                   /gene="MSH5"

FT   exon            203425..203584

FT                   /number=2

FT                   /gene="MSH5"

FT   exon            203818..204038

FT                   /number=1

FT                   /gene="MSH5"

FT   exon            207507..207763

