                         Реконструкция филогенетических деревьев.

          1. Матрица попарных расстояний. 
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   Vibrio_cho     0.00000  0.18101  0.42667  0.49242  0.50556  0.56461  0.71087  0.66586  0.63386  0.72432

   Vibrio_vul     0.18101  0.00000  0.47806  0.53773  0.52330  0.58009  0.69193  0.69850  0.66509  0.74883

   Shewanella     0.42667  0.47806  0.00000  0.48234  0.47731  0.58846  0.75724  0.61928  0.62496  0.69270

   Escherichi     0.49242  0.53773  0.48234  0.00000  0.28257  0.33794  0.67878  0.60312  0.63957  0.68192

   Yersinia_p     0.50556  0.52330  0.47731  0.28257  0.00000  0.39817  0.69133  0.64881  0.66154  0.70291

   Photorhabd     0.56461  0.58009  0.58846  0.33794  0.39817  0.00000  0.68044  0.71933  0.74487  0.80362

   Idiomarina     0.71087  0.69193  0.75724  0.67878  0.69133  0.68044  0.00000  0.72821  0.74873  0.77433

   Pseudomona     0.66586  0.69850  0.61928  0.60312  0.64881  0.71933  0.72821  0.00000  0.15183  0.30579

   Pseudomona     0.63386  0.66509  0.62496  0.63957  0.66154  0.74487  0.74873  0.15183  0.00000  0.28473

   Azotobacte     0.72432  0.74883  0.69270  0.68192  0.70291  0.80362  0.77433  0.30579  0.28473  0.00000
         2. Реконcтрукция неукоренённого дерева методом Neighbor-Joining.
                             10 Populations

     Neighbor-joining method

     Negative branch lengths allowed

      +------Escherichi

      !  

    --8------------Photorhabd

      !  

      !                   +----Vibrio_cho

      !          +--------3  

      !       +--5        +-----Vibrio_vul

      !       !  !  

      !       !  +-------------Shewanella

      !  +----6  

      !  !    !  +----------------------Idiomarina

      !  !    !  !  

      !  !    +--4                +----Pseudomona

      +--7       !             +--1  

         !       +-------------2  +----Pseudomona

         !                     !  

         !                     +---------Azotobacte

         !  

         +--------Yersinia_p

                                      Between        And            Length

                                      -------        ---            ------

                                       8          Escherichi        0.12249

                                       8          Photorhabd        0.21545

                                       8             7              0.01451

                                       7             6              0.08148

                                       6             5              0.04271

                                       5             3              0.14164

                                       3          Vibrio_cho        0.07890

                                       3          Vibrio_vul        0.10211

                                       5          Shewanella        0.22022

                                       6             4              0.05722

                                       4          Idiomarina        0.38340

                                       4             2              0.22537

                                       2             1              0.04116

                                       1          Pseudomona        0.07501

                                       1          Pseudomona        0.07682

                                       2          Azotobacte        0.17818

                                       7          Yersinia_p        0.15689

             3. Реконcтрукция укоренённого ультраметрического дерева         

                 методом UPGMA.

                      10 Populations

           UPGMA method

           Negative branch lengths allowed

                               +-----Vibrio_cho

                       +-------2  

                    +--6       +-----Vibrio_vul

                    !  !  

                    !  +-------------Shewanella

               +----7  

               !    !      +--------Escherichi

               !    !   +--3  

               !    +---5  +--------Yersinia_p

            +--8        !  

            !  !        +-----------Photorhabd

            !  !  

            !  !               +----Pseudomona

          --9  !           +---1  

            !  +-----------4   +----Pseudomona

            !              !  

            !              +--------Azotobacte

            !  

            +---------------------Idiomarina

     Between        And            Length

     -------        ---            ------

        9             8              0.01791

        8             7              0.07710

        7             6              0.03781

        6             2              0.13568

        2          Vibrio_cho        0.09051

        2          Vibrio_vul        0.09051

        6          Shewanella        0.22618

        7             5              0.07996

        5             3              0.04274

        3          Escherichi        0.14128

        3          Yersinia_p        0.14128

        5          Photorhabd        0.18403

        8             4              0.19346

        4             1              0.07171

        1          Pseudomona        0.07591

        1          Pseudomona        0.07591

        4          Azotobacte        0.14763

        9          Idiomarina        0.35899

4. Место возоможного укоренения – между узлами Idiomarina и 4. 
   При этом расстояния между белками и их взаимное  расположение будут близки к таковым у укоренённого дерева.
