Ncnonb3soBaHue cepsucos PDB

A uckan B PDB cTpyKTypbl, KOTOpble He coaep:KaTt myTauumi (none “Wild Type Protein”),
nosyyeHbl metogom X-ray (none “Experimental Method”) n cogepkaT akcnepMmeHTaibHble
AaHHble. TaKKe BapbMpoBasicA Nopor no paspeweHuto (none “X-ray Resolution”). Konnyectso
HalAEeHHbIX CTPYKTYP B 3aBUCMMOCTM OT NapaMeTpPOB NOMCKa NpeacTaBaeHo B Tabanue 1.

Tabnuua 1. Konnyectso cTpyKTyp B PDB, B COOTBETCTBUM C NapameTpamm NoUcKa

Wild Type Protein Experimetal Method X-ray Resolution | Number of
Include Percent coverage of Experimental Data threshold Structures
Expression Tags Uniprot sequence
Yes >=95 X-ray Yes - 38953
Yes >=95 X-ray Yes 3.0 31240
No 100 X-ray Yes 3.0 4701
Yes >=95 X-ray Yes 2.0 14014
No 100 X-ray Yes 2.0 2059
No 100 X-ray Yes 1.5 469
No 100 X-ray Yes 1.0 51

Pe3ynbTat nocnegHero 3anpoca (51 cTpyktypa).

®aiin ¢ 51 nochenoBaTeNbHOCTbIO.

ApxuB ¢ 51 cTpyKTYypOM.
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