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59200 59600 60000 60400 60800 61200

59200 59600 60000 60400 60800 61200

59200 59600 60000 60400 60800 61200

59200 59600 60000 60400 60800 61200

59200 59600 60000 60400 60800 61200

59200 59600 60000 60400 60800 61200
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61600 62000 62400 62800 63200

61600 62000 62400 62800 63200

61600 62000 62400 62800 63200

61600 62000 62400 62800 63200

61600 62000 62400 62800 63200

61600 62000 62400 62800 63200
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63600 64000 64400 64800 65200

63600 64000 64400 64800 65200

63600 64000 64400 64800 65200
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65600 66000 66400 66800 67200 67600

65600 66000 66400 66800 67200 67600

65600 66000 66400 66800 67200 67600

65600 66000 66400 66800 67200 67600

65600 66000 66400 66800 67200 67600

65600 66000 66400 66800 67200 67600
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68000 68400 68800 69200 69600

68000 68400 68800 69200 69600

68000 68400 68800 69200 69600

68000 68400 68800 69200 69600

68000 68400 68800 69200 69600

68000 68400 68800 69200 69600

gi|310752251|gb|ADML01000001.1| Lactobacillus crispatus CTV-05 cont1.1, whole genome shotgun sequence, Order 2, Window 96, Step 12, 34/60GeneMark.hmm prediction
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70000 70400 70800 71200 71600

70000 70400 70800 71200 71600

70000 70400 70800 71200 71600

70000 70400 70800 71200 71600

70000 70400 70800 71200 71600

70000 70400 70800 71200 71600

gi|310752251|gb|ADML01000001.1| Lactobacillus crispatus CTV-05 cont1.1, whole genome shotgun sequence, Order 2, Window 96, Step 12, 35/60GeneMark.hmm prediction
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72000 72400 72800 73200 73600

72000 72400 72800 73200 73600

72000 72400 72800 73200 73600

72000 72400 72800 73200 73600
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74000 74400 74800 75200 75600 76000

74000 74400 74800 75200 75600 76000

74000 74400 74800 75200 75600 76000

74000 74400 74800 75200 75600 76000
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76400 76800 77200 77600 78000

76400 76800 77200 77600 78000

76400 76800 77200 77600 78000

76400 76800 77200 77600 78000

76400 76800 77200 77600 78000

76400 76800 77200 77600 78000
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82800 83200 83600 84000 84400

82800 83200 83600 84000 84400

82800 83200 83600 84000 84400

82800 83200 83600 84000 84400
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86800 87200 87600 88000 88400

86800 87200 87600 88000 88400

86800 87200 87600 88000 88400

86800 87200 87600 88000 88400

86800 87200 87600 88000 88400

86800 87200 87600 88000 88400
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88800 89200 89600 90000 90400 90800

88800 89200 89600 90000 90400 90800

88800 89200 89600 90000 90400 90800

88800 89200 89600 90000 90400 90800

88800 89200 89600 90000 90400 90800

88800 89200 89600 90000 90400 90800
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91200 91600 92000 92400 92800

91200 91600 92000 92400 92800

91200 91600 92000 92400 92800

91200 91600 92000 92400 92800

91200 91600 92000 92400 92800

91200 91600 92000 92400 92800
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93200 93600 94000 94400 94800

93200 93600 94000 94400 94800
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95200 95600 96000 96400 96800 97200

95200 95600 96000 96400 96800 97200

95200 95600 96000 96400 96800 97200

95200 95600 96000 96400 96800 97200

95200 95600 96000 96400 96800 97200

95200 95600 96000 96400 96800 97200
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97600 98000 98400 98800 99200

97600 98000 98400 98800 99200

97600 98000 98400 98800 99200

97600 98000 98400 98800 99200

97600 98000 98400 98800 99200
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99600 100000 100400 100800 101200

99600 100000 100400 100800 101200

99600 100000 100400 100800 101200

99600 100000 100400 100800 101200

99600 100000 100400 100800 101200

99600 100000 100400 100800 101200
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101600 102000 102400 102800 103200
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101600 102000 102400 102800 103200
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103600 104000 104400 104800 105200 105600

103600 104000 104400 104800 105200 105600

103600 104000 104400 104800 105200 105600

103600 104000 104400 104800 105200 105600

103600 104000 104400 104800 105200 105600
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116400 116800 117200 117600 118000
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122800 123200 123600 124000 124400
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