NC 009664 Kineococcus radiotolerans SRS30216 =ATCC BAA-149

NC 021021 Gordonibacter pamelaeae 7-10-1-b =
NC 013894 Thermocrinis albus DSM 14484

NC 012440 Persephonella marina EX-H1

NC 021487 Chthonomonas calidirosea T49

NC 002936 Dehalococcoides mccartyi 195

NC 014836 Desulfurispirillum indicum S5

NC 019729 Oscillatoria nigro-viridis PCC 7112

NC 008820 Prochlorococcus marinus str. MT 9303

NC 013939 Deferribacter desulfuricans SSM1 <
NC 015672 Fexistipes sinusarabici DSM4947

NC 014758 Calditerrivibrio nitroreducens DSM 19672

NC 011297 Dictyoglomus thermophilum H-6-12

NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
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NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191
NC 010644 Elusimicrobium minutum Pei191

NC_O1 0644 Elusimicrobium minutum Pei191 |

NC 013410 Fibrobacter succinogenes subsp. succinogenes S85

NC 015690 Paenibacillus mucilaginosus KNP414 ¢
NC 009495 Clostridium botulinum A str. ATCC 3502

NC 013171 Anaerococcus prevotii DSM 20548

NC 014624 Eubacterium limosum KIST612

NC 010424 Candidatus Desulforudis audaxviator MP104C
NC 016584 Desulfosporosinus orientis DSM765

NC 009089 Clostridioides difficile 630

NC 009089 Clostridioides difficile 630

NC 009089 Clostridioides difficile 630

NC 014378 Acetohalobium arabaticum DSM 5501

NC 015499 Thermodesulfobium narugense DSM 14796
NC 014633 llyobacter polytropus DSM2926

NC 014633 Ilyobacter polytropus DSM2926

NC 014632 llyobacter polytropus DSM 2926

NC 011296 Thermodesulfovibrio yellowstonii DSM 11347
NC 017080 Phycisphaera mikurensis NBRC 102666

NC 014962 Isosphaera pallida ATCC 43644

NC 014962 Isosphaera pallida ATCC 43644

NC 013720 Pirellula staleyi DSM6068

NC 015174 Planctomyces brasiliensis DSM5305

NC 005027 Rhodopirellula baltica SH 1

NC 013194 Candidatus Accumulibacter phosphatis clade 1A str. UNL1
NC 007951 Burkholderia xenovorans LB400

NC 015726 Cupriavidus necator N-1

NC 022904 Pandoraea pnomenusa 3kgm

NC 009379 Polynucleobacter necessarius subsp. asymbioticus QLW-P1DMWA-1
NC 003295 Ralstonia solanacearum GM 1000

NC 015138 Acidovorax avenae subsp. avenae ATCC 19860
NC 015422 Alicycliphilus denitrificans K601

NC 022576 Candidatus Symbiobacter mobilis CR

NC 022576 Candidatus Symbiobacter mobilis CR

NC 013446 Comamonas testosteroni CNB-2

NC 010002 Delftia acidovorans SPH-1

NC 007948 Polaromonas sp. JS666

NC 015677 Ramlibacter tataouinensis TTB310

NC 007908 Rhodoferax ferrireducens T118

~

NC 022247 Variovorax paradoxus B4
NC_022247 Variovorax paradoxus B4

NC 008786 Verminephrobacter eiseniae EF01-2
NC 010524 Leptothrix cholodnii SP-6

NC 010524 Leptothrix cholodnii SP-6

NC 008825 Methylibium petroleiphilum PM1
NC 015856 Collimonas fungivorans Ter331
NC 014323 Herbaspirillum seropedicae SmR1
NC 009138 Herminiimonas arsenicoxydans
NC 009659 Janthinobacterium sp. Marseille
NC 017075 Rubrivivax gelatinosus IL144

NC 014145 Thiomonas arsenitoxydans

NC 014145 Thiomonas arsenitoxydans

NC 014394 Gallionella capsiferriformans ES-2
NC 013959 Sideroxydans lithotrophicus ES-1
NC 013959 Sideroxydans lithotrophicus ES-1
NC 022357 Sulfuricella denitrificans skB26

NC 007947 Methylobacillus flagellatus KT

NC 014207 Methylotenera versatilis 301

NC 014207 Methylotenera versatilis 301

NC 012969 Methylovorus glucosetrophus SIP3-4
NC 005085 Chromobacterium violaceum ATCC 12472
NC 016002 Pseudogulbenkiania sp. NHS8B
NC 016002 Pseudogulbenkiania sp. NH8B
NC 003112 Neisseria meningitidis MC58

NC 003112 Neisseria meningitidis MC58

NC 015731 Nitrosomonas sp. Is79A3 ¢
NC 007614 Nitrosospira multiformis ATCC 25196
NC 006513 Aromatoleum aromaticum EbN1

NC 006513 Aromatoleum aromaticum EbN1
NC 006513 Aromatoleum aromaticum EbN1

NC_020516 Azoarcus sp. KH32C oy

NC 007298 Dechloromonas aromatica RCB
NC 016616 Dechlorosoma suillum PS

NC 016616 Dechlorosoma suillum PS

NC 011662 Thauera sp. MZ1T

NC 018645 Desulfobacula toluolica Tol2

NC 018645 Desulfobacula toluolica Tol2

NC 009943 Desulfococcus oleovorans Hxd3

NC 020304 Desulfocapsa sulfexigens DSM 10523
NC 006138 Desulfotalea psychrophila LSv54
NC 006138 Desulfotalea psychrophila LSv54 ¢ —¢
NC 006138 Desulfotalea psychrophila LSv54
NC 014216 Desulfurivibrio alkaliphilus AHT2
NC 014216 Desulfurivibrio alkaliphilus AHT2
NC 015318 Hippea maritima DSM 10411

NC 011891 Anaeromyxobacter dehalogenans 2CP-1
NC 014623 Stigmatella aurantiaca DW4/3-1

NC 013440 Haliangium ochraceum DSM 14365
NC 021658 Sorangium cellulosum So0157-2
NC 007759 Syntrophus aciditrophicus SB

NC 007759 Syntrophus aciditrophicus SB

NC 008554 Syntrophobacter fumaroxidans MPOB
NC 014762 Sulfuricurvum kujiense DSM 16994
NC 014762 Sulfuricurvum kujiense DSM 16994
NC 014506 Sulfurimonas autotrophica DSM 16294
NC 012115 Nautilia profundicola AmH

NC 009662 Nitratiruptor sp. SB155-2

NC 009348 Aeromonas salmonicida subsp. salmonicida A449
NC 016745 Oceanimonas sp. GK1

NC 012691 Tolumonas auensis DSM9187

NC 015554 Alteromonas sp. SN2

NC 020514 Glaciecola psychrophila 170

NC 020514 Glaciecola psychrophila 170

NC 020514 Glaciecola psychrophila 170

NC 017506 Marinobacter adhaerens HP15

NC 007912 Saccharophagus degradans 2-40
NC 007912 Saccharophagus degradans 2-40
NC 007912 Saccharophagus degradans 2-40
NC 007912 Saccharophagus degradans 2-40
NC 012997 Teredinibacter turnerae T7901
NC 012997 Teredinibacter turnerae T7901

NC 003910 Colwellia psychrerythraca 34H

NC 014541 Ferrimonas balearica DSM 9799

NC 006512 Idiomarina loihiensis L2TR

NC 008228 Pseudoalteromonas atlantica T6c
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NC 008709 Psychromonas ingrahamii 37
NC 004347 Shewanella oneidensis MR-1

NC 009446 Dichelobacter nodosus VCS1703A
NC 013851 Allochromatium vinosum DSM 180
NC 013960 Nitrosococcus halophilus Nc 4
NC 018012 Thiocystis violascens DSM 198
NC 018012 Thiocystis violascens DSM 198
NC 018012 Thiocystis violascens DSM 198
NC 019940 Thioflavicoccus mobilis 8321
NC 019940 Thioflavicoccus mobilis 8321

NC 019940 Thioflavicoccus mobilis 8321

NC 008340 Alkalilimnicola ehrlichii MLHE-1

——

NC 008789 Halorhodospira halophila SL1

NC 021291 Spiribacter salinus M19-40

NC_ 022664 Spiribacter sp. UAH-SP71

NC 019902 Thioalkalivibrio nitratireducens DSM 14787

NC 013422 Halothiobacillus neapolitanus c2

NC 013422 Halothiobacillus neapolitanus c2

NC 012751 Candidatus Hamiltonella defensa 5AT

NC 009792 Citrobacter koseri ATCC BAA-895

NC 013282 Cronobacter turicensis z3032

NC 014500 Dickeya dadantii 3937

NC 012779 Edwardsiella ictaluri 93-146

NC 014121 Enterobacter cloacae subsp. cloacae ATCC 13047
NC 013971 Erwinia amylovora ATCC 49946

NC 002695 Escherichia coli O157:H7 str. Sakai

NC 000913 Escherichia coli str. K-12 substr. MG1655

NC 011283 Klebsiella pneumoniae 342

NC 020418 Morganella morganii subsp. morganii KT

NC 014837 Pantoea sp.At-9b

NC 017845 Pectobacterium sp. SCC3193

NC 005126 Photorhabdus luminescens subsp. laumondii TTO1
NC 010554 Proteus mirabilis HI4320

NC 017731 Providencia stuartii MRSN 2154

NC 015061 Rahnella sp. Y9602

NC 021066 Raoultella omithinolytica B6

NC 003197 Salmonella enterica subsp. enterica serovar Typhimurium str. LT2
NC 021659 Serratia plymuthica S13

NC 022912 Shigella dysenteriae 1617

NC 007712 Sodalis glossinidius str. '‘morsitans’ <

NC 014228 Xenorhabdus nematophila ATCC 19061

NC 003143 Yersinia pestis CO92

NC 009727 Coxiella burnetii Dugway 5J108-111

NC 020521 Legionella pneumophila subsp. pneumophila LPE509
NC 020521 Legionella pneumophila subsp. pneumophila LPE509
NC 002977 Methylococcus capsulatus str. Bath

NC 016112 Methylomicrobium alcaliphilum 20Z

NC 015572 Methylomonas methanica MC09

NC 008260 Alcanivorax borkumensis SK2

NC 008260 Alcanivorax borkumensis SK2

NC 013166 Kangiella koreensis DSM 16069

NC 013166 Kangiella koreensis DSM 16069

NC 013166 Kangiella koreensis DSM 16069

NC 007645 Hahella chejuensis KCTC 2396

NC 007645 Hahella chejuensis KCTC 2396

NC 007645 Hahella chejuensis KCTC 2396

NC 007963 Chromohalobacter salexigens DSM3043

NC 014532 Halomonas elongata DSM 2581

NC 009654 Marinomonas sp. MAYL1

NC 020888 Thalassolituus oleivorans ML-1

NC 018690 Actinobacillus suis H91-0380

NC 017846 Aggregatibacter actinomycetemcomitans D7S-1
NC 020515 Bibersteinia trehalosi USDA-ARS-USMARC-192
NC 015460 Gallibacterium anatis UMN179

NC 000907 Haemophilus influenzae Rd KW20

NC 021082 Mannheimia haemolytica M#2548

NC 002663 Pasteurella multocida subsp. multocida str. Pm70
NC 009085 Acinetobacter baumannii ATCC 17978

NC 014147 Moraxella catarrhalis RH4

NC 021661 Psychrobacter sp. G

NC 012560 Azotobacter vinelandii DJ

NC_010995 Cellvibrio japonicus Ueda107

NC 010995 Cellvibrio japonicus Ueda107

NC 002516 Pseudomonas aeruginosa PAO1

NC 002516 Pseudomonas aeruginosa PAO1

NC 018868 Simiduia agarivorans SA1=DSM21679

NC 018868 Simiduia agarivorans SA1=DSM21679

NC 018868 Simiduia agarivorans SA1 =DSM21679

NC 006570 Francisella tularensis subsp. tularensis SCHU S4
NC 021917 Cycloclasticus zancles 7-ME

NC 017857 Methylophaga nitratireducenticrescens

NC 017857 Methylophaga nitratireducenticrescens

NC 015581 Thioalkalimicrobium cyclicum ALMI

NC 007520 Thiomicrospira crunogena XCL-2

NC 011312 Aliivibrio salmonicida LFI1238

NC 022223 Listonella anguillarum M3

NC 006371 Photobacterium profundum SS9

NC 006371 Photobacterium profundum SS9

NC 006370 Photobacterium profundum SS9

NC 002505 Vibrio cholerae O1 biovar El Tor str. N16961
NC 017033 Frateuria aurantia DSM6220

NC 016147 Pseudoxanthomonas spadix BD-a59

NC 020541 Rhodanobacter denitrificans

NC 010943 Stenotrophomonas maltophilia K279a

NC 010943 Stenotrophomonas maltophilia K279a

NC 010717 Xanthomonas oryzae pv. oryzae PXO99A

NC 010717 Xanthomonas oryzae pv. oryzae PXO99A

NC 002488 Xylella fastidiosa 9a5¢

NC 002488 Xylella fastidiosa 9a5¢

NC 002488 Xylella fastidiosa 9a5¢

NC 002488 Xylella fastidiosa 9a5¢

NC 023004 Candidatus Saccharibacteria bacterium RAAC3_TM7 _1
NC 023004 Candidatus Saccharibacteria bacterium RAAC3_TM7_1
NC 015682 Thermodesulfobacterium geofontis OPF15
NC 012785 Kosmotoga olearia TBF 19.5.1

NC 012785 Kosmotoga olearia TBF 19.5.1

NC 011653 Thermosipho africanus TCF52B

NC 010571 Opitutus terrae PB90-1

NC 010571 Opitutus terrae PB90-1

NC 010655 Akkermansia muciniphila ATCC BAA-835

NC 023001 Candidate division WWE3 bacterium RAAC2 WWE3 1

COR4968 Tip pilus assembly protein PIlE

COG1459 Type Il secretory pathway, component PulF

COG2804 Type Il secretory pathwayATPase GspE/PulE or T4P pilus assembly pathwayATPase PilB
COG4970 Tip pilus assembly protein FimT

CO&A537 Competence protein ComGC

COG0237 Dephospho-CoAkinase

COG1989 Prepilin signal peptidase PulO (type Il secretory pathway) or related peptidase
COG5632 N-acetyymuramoyl-L-alanine amidase CwlA

COG0157 Nicotinate-nucleotide pyrophosphonylase

COG3307 O-antigen ligase

COG4969 Tip pilus assembly protein, major pilin PilA
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