M3meHeH 18.11.2013 NanwnHa H.O.

3aHATUe 7. Pacno3HaBaHue perynaTopHbIX
CUIHANOB.

Yactb 1. MoUCK perynaTopHbIX MOTUBOB TPAHCKPUMNLMK B 6aKTepuanbHbIX

nocnepoBaTe/IbHOCTAX.

Huke npmBeneHa pasmeTKa B UCXogHbIx nocnegosaTenbHoctax (MEME26.txt) caitToB
cBA3bIBaHMA PurR. CMHUM WpUHTOM BblAENEHBI SKCNEPUMEHTANIBHO YCTAHOBAEHHbIE CaiTbl. CaliTl,
HageHHble c nomoLbto nporpammbl MEME ¢ napameTtpom «One per sequencey» BblAe/NEeHbl KYPCUBOM.
CaiTbl, HaliAeHHble ¢ nomoLbto nporpammsl MEME ¢ napameTpom «Zero or one per sequence»
BblAeNeHbl XXUPHbIM WpndTom. bblio nonyvyeHo 17 nocnegosatensHocTel aanHel 300 bp.

codB

tacggacctgaaccgtaggtcggataaggcgctcgegtcgcatccgacaccatgectcagatgect
gatgcgacgctgacgcgtcttatcaggcctacccactgtttttacaccgataatttttcccceccacctttt
tgcactcattcatataaaaaatatatttccccacgaaaacgattgectttttatcttcagatgaatagaat
gcggcggattttttgggtttcaaacagcaaaaagggggaatttcgtgtcgcaagataacaactttagceca
ggggccagtcccgcagtcggcgcgg

purk

tcgcccggecggtgcatgaacttatcgccaatcagcaacctgettttecgegtggtactgggtgect
ggcatacggaaggttcaatggtgaaagtcacggcggatgacgttgagctgattcatttteccgttttaaaa
aacccgcaactttgctgatttcacagccacgecaacegtttteccttgctctectttececgtgetattectetgt
gccctctaaagccgagagttgtgcaccacaggagttttaagacgcatgtcttcececcgcaataateccggege
gtgtcgccatcgtgatggggtccaa

pyrC

gaaccaggcattacgcaattactttaaccagcaacctgcttacgtcctgecgcgaagatggcagcece
agggcgaagcaatggcgaaaaaactggcgaaaggcattgaagtgaagccaggcgaaattgtcattccatt
tactgattaatcacgagggcgcattcgcgeccctttatttttecgtgcaaaggaaaacgtttcegcttatcce
tttgtgtccggcaaaaacatcccecttcageccggagcatagagattaatgactgcaccatcccaggtattaa
agatccgccgcccagacgactggceca

purR

ttacacactgtgatgaaaaaatctcccgtcatttataatgataagtgtttttaccacttccectt
ttcgtcaagatcggccaaaattccacgcttacactatttgegtactggeccattgaccecttectgacget
ccgtgtcgtttttccggegtaccgcaacacttttgttgtgecgtaaggtgtgtaaaggecaaacgtttacct
tgcgattttgcaggagctgaagttagggtctggagtgaaatggaatggcaacaataaaagatgtagcgaa
acgagcaaacgtttccactacaact

CVPA

tgcctgatgcgacgctggcgcecgtcecttatcaggecctacgcaggggtagaaccgtaggtcggataag
gcgtttacgccgcatccgacacgcattgcecccgatgeccgcaaaggcataaaaagtcgatggegttgaatat
tttttcagcgccatttttattgatgcgcgggaaggaaatccctacgeaaacgtttectttttctgttaga
atgcgccccgaacaggatgacagggcgtaaaatcgtgggacacatatggtctggattgattacgccataa
tcgcggtgattgctttttcectctet

purM

ttttcgttgactttagtcaaaatgataacggtttgagataaagttattttatattcagatggtta
tgaaagaagattattccatccgaaaactaacctttaccctggcacaagtcttctttecgecgegegectgg
ggaaaagacgtgcaaaaaggttgtgtaaagcagtctegecaaacgtttgectttccctgttagaattgecgece
gaattttatttttctaccgcaagtaacgcgtggggacccaagcagtgaccgataaaacctctcttageta
caaagatgccggtgttgatattgac

guaB

acctgtcccatctcatgctcaagcagcagacgaaccgtttgattcaggcgactaacggtaaaaat
tgcaggggattgagaaggtaacatgtgagcgagatcaaattctaaatcagcaggttattcagtcgatagt
aacccgcccttcggggatagcaagcattttttgcaaaaaggggtagatgeaatecggttacgectctgtata
atgccgcggcaatatttattaaccactctggtcgagatattgcccatgctacgtatcgctaaagaagcetce
tgacgtttgacgacgttctcctegt

glnB



gggtgaaaatacggcgctgccaacctttgttgaggcacgtaatcagtttgaactcaactatttgce
gtaagctgctgcaaatcaccaaaggcaacgtcacccacgcggcgagaatggcggggcgcaaccggacaga
attttataaactgctttcccgacacgagctggatgeaaacgatttcaaggaatgaattggecgttatgtgt
tacgtttagcagatcaaaagacaggcgaccttttcaaggaatagcatgaaaaagattgatgcgattataa
aacccttcaagctggacgatgtccg

purL

attctctgtgtcgtgcgcgtcccagcttgaaaaaacgtaataatagtgaaaggtttactcataaa
tgagcggcattttgcgtaaacctgcgccagatggcaacttattacagccattggecggcacgecgttgctaa
ttcacgatggtgattttatttccacgeaaacggtttcgtcagcgcatcagattctttataatgacgeececg
tttcceccecececttgggtacaccgaaagecttagaagacgagagacttatgatggaaattcectgegtggttcege
ctgcactgtcggcattccgaatcaa

purA

tagggccgatgctttacccgaaggcatggaagaagatgatctctgcgatgaccaatttgeccgat
aatattttacgtcgttttggcggtggacttgtggttgcgggecgttgtggtctactacatgt tgaggaaaa
cgattggctgaacaaaaaacagactgatcgaggtcatttttgagtgcaaaaagtgctgtaactctgaaaa
agcgatggtagaatccatttttaagcaaacggtgattttgaaaaatgggtaacaacgtcgtcgtactggg
cacccaatggggtgacgaaggtaaa

folD

aaattctttttatattgtcaggtatttcttaaattatcttaatccttagacaaggaaataaatca
gttccagatttacaacgccatcatggacgaaaaatgaagctttcagtctcagcgacggtgecgecctcacct
tcgcaagaggtcgcttcacgcgataaatctgaaacgaaacctgacagcgcgcecccecgcttcectgacaaaata
ggcgcatccceccttcgatctacgtaacagatggaatcctctctctgatggcagcaaagattattgacggta
aaacgattgcgcagcaggtgcgctc

rpiA

ttgaatggcgtggcgttattgcctcaatttgecctgtaaacaggggcttgecgaacggtgaactggt
gcgcctgtttgcaccgtggagcggcatacccagaccgttgtatgectttatttgecggggcgaaaggggatg
cctgccattgecgecgatattttatggatgagttaaccacgcggcecttgeccaacggggtctgaategettttt
ttgtatataatgcgtgtgaaatttcataccacaggcgaaacgatcatgacgcaggatgaattgaaaaaag
cagtaggatgggcggcacttcagta

carA

caatcttcttgctgecgecaagecgttttccagaacaggttagatgatctttttgtecgettaatgect
gtaaaacatgcatgagccacaaaataatataaaaaatcccgccattaagttgacttttagecgecccatate
tccagaatgccgccecgtttgccagaaattcgtcggtaagcagatttgcattgatttacgtcatcattgtga
attaatatgcaaataaagtgagtgaatattctctggagggtgttttgattaagtcagcgctattggttct
ggaagacggaacccagtttcacggt

pdhR

tgaatcggttcaattcggatttttatagtttaataatcgttaaaaaactcctttcctacgtaaag
tctacatttgtgcatagttacaactttgaaacgttatatatgtcaagttgttaaaatgtgcacagtttca
tgatttcaatcaaaacctgtatggacataaggtgaatactttgttactttagcgtcacagacatgaaatt
ggtaagaccaattgacttcggcaagtggcttaagacaggaactcatggcctacagcaaaatccgccaacce
aaaactctccgatgtgattgagcag

fixA

tcgttaattttgattaataatcagtttgttatgctctgttgtgagtaaaaaataacatctgactt
tcaatattggtgatccataaaacaatattgaaaatttctttttgctacgccgtgttttcaatattggtga
ggaacttaacaatattgaaagttggatttatctgcgtgtgacattttcaatattggtgattaaagtttta
tttcaaaattaaagggcgtgatatctgtaattaacaccaccgatatgaacgacgtttccttcatgatttce
tggagatgcaatgaagattattact

rbsD

atttgcgtctgcgcggcaagctgtacttgectgectgcaacgtaatgcecgectgecgtgcaccagatcaa
tttgaaatcccgccaaacagggttatcgaactgggtactcaggtcgaaatctaacgccagacgcectectt
tcttcataagggggcgtttttgttttcatggttaatcaccatgtaaaacgtttcgaggttgatcacattt
ccgtaacgtcacgatggttttcccaactcagtcaggattaaactgtgggtcagcgaaacgtttecgetgat
ggagaaaaaaatgaaaaaaggcacc

araB

Tcgctaacccaaccggtaacccecgecttattaaaagcattctgtaacaaagcgggaccaaagcecat
gacaaaaacgcgtaacaaaagtgtctataatcacggcagaaaagtccacattgattatttgcacggecgtc
acactttgctatgccatagcatttttatccataagattagcggatcctacctgacgctttttatcgcaac

2



tctctactgtttctccataccegtttttttggatggagtgaaacgatggcgattgcaattggecctecgatt
ttggcagtgattctgtgcgagcttt

B 60/1bLIMHCTBE C/IY4aEeB NPOrpamMma Hallaa NpaBuabHbIE CaiTbl. B nocnegoBaTenbHOCTU purA
HaNZeHHble CaiTbl NPaKTUYECKM NOJTHOCTbIO COBMAAAOT MeXay coboin, HO He COBNaAatoT C
3KCNepPMMEHTaNbHO YCTaHOBAEHHbIM CalTOM.

B HekoTOpbIX NociegoBaTenbHocTAX (Hanpumep, folD) nporpamma, Kak ¢ napameTpom «One per
sequence», Tak U C NAapaMeTPOM «Zero or one per sequence», HaXo4MNa CaUT Tam, r4e OH He bbin
YCTAHOBNEH 3KCMEPUMEHTANBHO.



YacTtb 2. MoucK cantos B 3yKapMOTUUYECKUX NOC/1Ie0BaTe/IbHOCTAX.

BblpaBHVIBaHVIeZ reHom 4yesioBeka — reHom KopoBbl.
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e et et rrr e e rrr e
GATGCTGCCCATTGTGTGACTGTGCCTGTGCCTGCCAGCTCCCAGACTGCCAGAGCCTCA

ACTGTCTCTGCTTCGAGATCAAGCTCCGATGA---—- GGACCCAGGGCCCCTGCCCTCTG

FEEE e e rrrrr et RN R
ACTGCCTCTGTTTTGAGATCAAGCTCAGATGAAAGATGGAACTCGGGGTGTTGATCTITIG

-
GGGAGCGGCCAGCCCCCAGGGCCCATGTGCCCTCCTCCCTGAAGAGCCTTTCCCCAC---
FEETE Fr e e [ N R N (N

GGGAGTGGACAGCCTCCAG-=-=-=-————— GAGCTCCTCTATAATGACCCTTAGGACACCAC
—————— GCCACTGGAACCACAGATGGCCTGCCGAGCACCCAGGCCTGGGAACTGGAAGTG

A R e FEEEEETT FEd
TACTAGGGCACTGGAGCTATGGATGGCAGGCCCAGCCTAACTACCTGGGAACCTTGAGTG

GCAGCGCAGGGCCTGGCTCCCTGCAGGGCAGGA-———————— CTCTTGGCCGGCTGGACG
| FEEEE T T bt e e

G-—-———- AGGGCTTGGTTCCCTGAAAGGCAGGATCCTGAGAGCCCTTGGACAGCTG————
——————————— Pttt

GCAGCTCCTCTGGAGGGCCAGAAAAGAGAGGGGCTAGTGCTCGGGCAGGTGCCCTGGCTT

1 1 T I e I e O O N I I A B B
————————————————————————— AAAAGGGTCTGGTGTTCTGGCCAGTGCCCCAGCCT
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CCCTTCCCCTCCACACG-—-—-TCAACGATTCTATTTGAAGTTGGGCAGGGGGGTGGCGCT

Lt el [ Lo [ e
CTCCTCTCCTCCCTCCCGGGATAAACTA-~~~~~ TTGAGGGTGAGGATGCAG--GACATT

GCTCACC-ACACACAAGTGTTATAGGAGGAGTCTGGC--CCTTGAGTACCGGGTACGCAG

FEEErEr o e rrd e A Il
GCTCACCCAGGCAACAGTG---TGGGAGGGCTCTGCCAACCTGGACTGTCAGG-ATAAAG

GGGTGCCTCAACCACACTCCGTCCACGGACTCTCCGTTATTTTAGGAGGTGAGTGTAGTG

[ I e e I O B B N O T LTt
GGATGGC-CACCCACACCCTTCCTATAGACTCCTGGTTATTTTAAGAGGTGAGTATCCTG

CCAGTATCTACTCTCCTTCTTAAAAAAAACCAGGGCTCCAGAGAATCAGAACAGCCACCA

ey et
TCTGCCTCTGCTCTCCT-~TTAAAAAAAA-——=—=——=———=—————~— AGTACAACCACCG

TCACCGCAGGGAGTCAAGGGAGGAGGGAGATTAGAGAAGGAGCCAGGGAGGGTGGCAGGG
M FETTEEEEE e e 0 [

GCA--GACACGAGTCAAGGGAGGAGGGA-————————————— CCCAGCGGAGTCAGTGGG
AGGCCACGTGATCCGAG—————— TCCCCTCACCCCTTTCCTTCCCACAGGTCCCTGGCCA

e [l 1 RN LR T 1l
AGGCAGCAT----CTAGATGTTTTCCCTTCTTGTTCTGCCTT--AACAGATCCCGGACCT
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LI T L e FEE P trrrrrer reet |
GAGATTGATTTCT----~ CGACGAAGGTC--~--~ ACTGTATTTCTAAGGAAGAGTTTICTT

CTGAAGCACCGGTGAGTGGGCAGGGGCTCC--CTCCCCATCAATAGGGCCGACCCAAGTC

R R A R N R R N R e e
CTAAAG-ACCGGTGAGTGAACATTGGCACCTCCTCCTCTCCAA---~GCAAACCTAAG-C

TTCCTCCCCCTTCCCCCAT--GCCGGGCCCCACGATAGTGTGAATGTCAGGGGCTTCAGG

(T I O O O A B O B FETTTEEErrrrrr rrinl
TTCCTCTTCTTACCCCCCTAGGCAGGG-—-—-===—————— ATGAATGTCAGGGGCCTCAGG

TTTCCCTAAATATAGGTCCCTGCCAGAGGATCCGTGGCGGGAAAAGGGCAGGGGTCATTA
FEEE et el R RN R R
TTTCACTAAATATAGGTCCTTGCCGCGGGATTCGTGGTGGGGAAAGGGCAGAGGTTA-T

GAGAAGATC-GGGGACACATGTGGGGCGG-———————————————————— GCAGGAGCTG
R RN R N RRRRRRN
GAGAAGGTCCGGGGACACTGGTGCGGGGGTGCGTAGGGGAGGGGTGGAGAGTAGGAGCTG

——————————————————————————————————————————————————— B S
—————————————————————————————————————————————————————— +H++t++

CCTTATAACC-AGCCCGGGAACCCCTAGCTCACTCGCTGCTGACCAGGCTCTGCCGGCTC
T e CEEEEErrrrr et el
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P T
Tt e

CTTCGGCCTCGCCGCAGGTGGGCCCCTTGCAGGACCGGGCCGGGGTGGGGATGGGGTTGG

1] R R R PEorrrr rerrer bl
CTTTCACTGCACCACAGGTGGGCCGCTAGCTGGATTGG-~~AGGATGGGAATGGGGGTTG

GGTTGGGCCAACAGGGTCCAGATGGGGTCCAGGTGAGGAGGGGAGATTTGGACGATAGGA

| (N 1
CGmmmmmmm oo GATTCGGGCCTGGGGA

GCAGGGGGCTC----AGCATCTGGGAGGCAGATCAGTTCGGGGACGGATT-—————————

L Lree e 1 FErr e e
ACTGGATGCTCTGAAAGCAACAGGGTGATAG---AGCTCCGAGACAGATTCTTTTTTTTT

—————————— TTCITTTGGAGAAGGAAGICAGG 000001206
FETEEEEEET R T <<<<<<<<<
TTTTTTTTTTTTTTTTTGGAGAAGGAAATCAGG 000001116

B cpegHem, o4MH calT NpuUxoamnTca Ha 26 HYKNeoTnaos.
MOKHO 0XMAaTb, UTO ec/iv 6bl UcKanucb Bce 407 pakTopoB, TO OAMH CalT Npuxoannca bbl Ha
0,5 HykneTonaa.
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BblpaBHVIBaHMeI reHOm 4esioBeKa — reHom pesyca.

Ons dakropos MEF3 1 TEF caitTbl He HaWAUC. ITO CTPAHHO, TaK KaK B BbIPaBHUBAHUM FEHOM
yesioBeKa — FreHOM KOpPOBbI AiaHHble CalTbl OblIM HANAEHbI.
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FEErrerrrrrrerr e rr e et e et e
GCTGCTGCCCACTCTGCGACTGTGCCTGTACGTGCCAGCTCCCCGACTGCCAGAGCCTCA

ACTGTCTCTGCTTCGAGATCAAGCTCCGATGAGGACCCAGGGCCCCTGCCCTCTGGGGAG
FErrrerrrerrerrr rrrrrrrrrrrrrr e rrrrr e e e e
ACTGTCTCTGCTTCGAAATCAAGCTCCGATGAGAACCCAGGGCCCCTGCCCTCTGGAGAG

CGGCCAGCCCCCAGGGCCCATGTGCCCTCCTCCCTGAAGAGCCTTTCCCCACGCCACTGG

CErrrrrrrrrrrrrrrrr et rerrrr e e et e et e
TGGCCAGCCCCCAGGGCCCATGGGCCCTCCTCCCTGAAGAGCCTTTCTCCAGGCCACTGG

AACCACAGATGGCCTGCCGAGCACCCAGGCCTGGGAACTGGAAGTGGCAGCGCAGGGCCT

FErrrrr rerrrrr e rrrrrrrrrrrr e e e e et rrr
AACCACAAATGGCCTGCCCAGCACCCAGGCCTGGGAACTGGAAGT GGCAGTGCGGGGCCT

GGCTCCCTGCAGGGCAGGACTCTTGGCCGGCTGGACGGCAGCTCCTCTGGAGGGCCAGAA

FErrrrrrrrrrr et rerrrrrrrerrr terrrr e e e e e e
GGCTCCCTGCAGGGCGGGACTCTTGGCCGACTGGACGGCAGCTCCTCTGGAGGGCCAGAA

AAGAGAGGGGCTAGTGCTCGGGCAGGTGCCCTGGCTTCCCTTCCCCTCCACACGTCAACG
CErrrrrerert rrer et rrrrrrr et e
GAGAGAGGGGCTACTGCTGGGGCAGGTGTCCTGGCTCCCTTTCCCCTCCCCACGTCAACG
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Y T T
GATAL m oo
1
MEF3  mmm oo
MYOD ~  ——mmmmmm—m—— - e e
SRE oo
TEF  m oo

TEFlL = oo =

000000421 GAGTCTGGCCCTTGAGTACCGGGTACGCAGGGGTGCCTCAACCACACTCCGTCCACGGAC 000000480
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R B -~ e

000000661 TTCCTTCCCACAGGTCCCTGGCCAAAGATTTATTTCTCTTGACAACCAAGGGCCTCCGTC 000000720
SSSSS55> L LEEEE P Er e e e e e e e e e e e PR R <<<<KLLLL
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000000757
AP2

GATAl
MEF2

MEF3

MYOD

SRF

TEF

TEF1

000000721
SE55>>>>
000000817
AP2

GATAl
MEF2

MEF3

MYOD

SRF

TEF

TEF1

000000780
>S>>>>>>>>
000000877
AP2

GATAl
MEF2

MEF3

MYOD

SRF

TEF

TEF1

000000840
SE5>5>>>>>
000000937
AP2

GATA1
MEF2

MEF3

MYOD

SRF

TEF

TEF1

000000900
>S>>>>>>>>
000000997
AP2

GATAl
MEF2

MEF3

MYOD

SRF

TEF

TEF1

000000960
>>>>>>>>>
000001057
AP2

GATAl
MEF2

MEF3

MYOD

SRF

TEF

TEF1

TTCCCTCCCACAGGTCCCTGGCCAAAGATTTATTTCTCTTGACAATCAAGGGCCTCCGTC

TGGATTTCCAAGGAAG-AATTTCCTCTGAAGCACCGGTGAGTGGGCAGGGGCTCCCTCCC

FErrrrrrrrer eerr rrrrrrrrrrrrrr e e e e rrr e
TGGATTTCCAAAGAAGAAATTTCCTCTGAAGCACCGGTGAGTGGGCAAGGGCTCCCTCCC

CATCAATAGGGCCGACCCAAGTCTTCCTCCCCCTTCCCCCATGCCGGGCCCCACGATAGT

e rrrrrrrrrrrrrt trrerrr e rrrrt rerrrr e e e
CGTCAACAGGGCCGACCCAAGGCTTCCTCCCCCTTCCTCCATGCCGGGCCCCAGGCTGGT

GTGAATGTCAGGGGCTTCAGGTTTCCCTAAATATAGGTCCCTGCCAGAGGATCCGTGGCG

FEEEEEEEEE e e e
GTGAATGTCAGGGGCTTCAGGTTTCCCTAAATATAGGTCCCTGCCAGAGGATCCGTGGCG

GGAAAAGGGCAGGGGTCATTAGAGAAGATCGGGGACACATGTGGGGCGGGCAGGAGCTGC

Frrrrrrrerrrrrrrerr rrrrer rrrrrrrr e rrrr e 1
GGAAAAGGGCAGGGGTCATCGGAGAAGGTCGGGGACACGTGTGGGGCGGGCAGGAGCCGC

CTTATAACCAGCCCGGGA-ACCCCTAGCTCACTCGCTGCTGACCAGGCTCTGCCGGCTCC

HERRRRRR Lt et e e
CTTATAACCCAGCCCGGGCACCCCTGGCTCACTCGCTGCTGACCAGGCTCTGCCGGCTCC

000000816

000000779
<LLLLLLLKL
000000876

000000839
<LLLLLLLKL
000000936

000000899
<LLLLLLLKL
000000996

000000959
<LLLLLLLKL
000001056

000001018
<LK
000001116



000001019
SE555>>>>
000001117
AP2

GATAl
MEF2

MEF3

MYOD

SRF

TEF

TEF1

000001079
SE>55>>>>
000001177
AP2

GATAl
MEF2

MEF3

MYOD

SRF

TEF

TEF1

000001139
>>>>>>>>>
000001230
AP2

GATAl
MEF2

MEF3

MYOD

SRF

TEF

TEF1

000001199
>S>>>>>>>>
000001290
AP2

GATAl
MEF2

MEF3

MYOD

SRF

TEF

TEF1

TTCGGCCTCGCCGCAGGTGGGCCCCTTGCAGGACCGGGCCGGGGTGGGGATGGGGTTGGG

FEE et rrrr et e et e e et e e e
TTCAGCCTTGCCGCAGGTGGGCCCCTTGCAGGACCGGGCCGGGGTGGGGATGGGGTTGGG

GTTGGGCCAACAGGGTCCAGATGGGGTCCAGGTGAGGAGGGGAGATTTGGACGATAGGAG

Crerrrrrrerrr e rrrrrrr et rerrr et
Ceeg-———- ACAGGGTCCAGATGGGTCCG-GGTGAGGAGGGGAGACTTGGACGGTAGGAG

CAGGGGGCTCAGCATCTGGGAGGCAGATCAGTTCGGGGACGGATTTTCTTTTGGAGAAGG

FEErrrrrr rrr ettt rrerr et rrrr et 1
CAGGGGGCTAAGCATCTGGGAGACAGATCAGTTCGGGGTCGGATTTTATTTTGGAGATGG

000001078
<LLLLLLLKL
000001176

000001138
<LLLLLLLKL
000001229

000001198
<LLLLLLLKL
000001289

AAGTCAGG

RN
AAGTCAGG

000001206
<LLLLLLLKL
000001297

B cpesHem, ogMH calT npmuxoguTca Ha 19 HyKneoTnaoB.

MOKHO 0XKMAaTb, YTO ec/iv 6bl ncKanucb Bce 407 paKkTOpPOB, TO OAMH CalT Npuxoanaca bbl Ha
0,37 HykneTonaa.

Taknum o6pa30M, B BblpaBHMBAHWN TrEHOM 4Ye€/10BEKA — T’EHOM pe3ycCa HaVI,ﬂ,eHO noytm B8 1,5 pa3a
6onbLie CaﬁTOB, 4YyeM B BblPpaBHUBAHUN reHOM Ye/loBeKa — reHOM KOpOBbl.
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