NC 014471 Ignisphaera aggregans DSM 17230

NC 002754 Sulfolobus solfataricus P2

NC 009954 Caldivirga maquilingensis IC-167

NC 016631 Granulicella mallensis MP5ACTX8

NC 016631 Granulicella mallensis MP5ACTX8

NC 016631 Granulicella mallensis MP5ACTX8

NC 016631 Granulicella mallensis MP5ACTX8

NC 016631 Granulicella mallensis MP5ACTX8

NC 015065 Granulicella tundricola MPSACTX9

NC 015064 Granulicella tundricola MPSACTX9

NC 015064 Granulicella tundricola MP5ACTX9

NC 015057 Granulicella tundricola MPSACTX9

NC 018014 Terriglobus roseus DSM 18391

NC 018014 Terriglobus roseus DSM 18391

NC 018014 Terriglobus roseus DSM 18391

NC 018014 Terriglobus roseus DSM 18391

NC 008009 Candidatus Koribacter versatilis Ellin345
NC 008536 Candidatus Solibacter usitatus Ellin6076
NC 008536 Candidatus Solibacter usitatus Ellin6076
NC 008536 Candidatus Solibacter usitatus Ellin6076
NC 008536 Candidatus Solibacter usitatus Ellin6076
NC 008536 Candidatus Solibacter usitatus Ellin6076
NC 008536 Candidatus Solibacter usitatus Ellin6076
NC 020520 llumatobacter coccineus YM16-304

NC 014218 Arcanobacterium haemolyticum DSM 20595
NC 014218 Arcanobacterium haemolyticum DSM 20595
NC 013131 Catenulispora acidiphila DSM44928

NC 013131 Catenulispora acidiphila DSM44928

NC 013131 Catenulispora acidiphila DSM44928

NC 013131 Catenulispora acidiphila DSM44928

NC 009664 Kineococcus radiotolerans SRS30216 =ATCC BAA-149
NC 012669 Beutenb ergia cavernae DSM 12333

NC 012669 Beutenbergia cavernae DSM 12333

NC 013172 Brachybacterium faecium DSM4810

NC 013172 Brachybacterium faecium DSM4810
NC 013172 Brachybacterium faecium DSM4810

NC 015125 Mcrobacterium testaceum StLB037

NC 010168 Renibacterium salmoninarum ATCC 33209
NC 010168 Renibacterium salmoninarum ATCC 33209
NC 013729 Kribbella flavida DSM 17836

NC 015635 Microlunatus phosphovorus NM-1

NC 019395 Propionibacterium acidipropionici ATCC 4875
NC 017186 Amycolatopsis mediterranei S699

NC 017186 Amycolatopsis mediterranei S699

NC 017186 Amycolatopsis mediterranei S699

NC 017186 Amycolatopsis mediterranei S699

NC 009142 Saccharopolyspora erythraea NRRL 2338
NC 016582 Streptomyces bingchenggensis BCW-1
NC 016582 Streptomyces bingchenggensis BCW-1
NC 016582 Streptomyces bingchenggensis BCWA1
NC 016582 Streptomyces bingchenggensis BCW-1
NC 016582 Streptomyces bingchenggensis BCW-1
NC 016582 Streptomyces bingchenggensis BCWA1
NC 013595 Streptosporangium roseum DSM43021
NC 017219 Bifidobacterium longum subsp. infantis ATCC 15697 = JCM 1222 = DSM 20088
NC 017219 Bifidobacterium longum subsp. infantis ATCC 15697 = JCM 1222 = DSM 20088
NC 017219 Bifidobacterium longum subsp. infantis ATCC 15697 = JCM 1222 = DSM 20088
NC 014644 Gardnerella vaginalis ATCC 14019

NC 015389 Coriobacterium glomerans PW2

NC 015389 Coriobacterium glomerans PW2

NC 021487 Chthonomonas calidirosea T49

NC 021487 Chthonomonas calidirosea T49

NC 021487 Chthonomonas calidirosea T49

NC 004663 Bacteroides thetaiotaomicron VIPI-5482

NC 004663 Bacteroides thetaiotaomicron \VVPI-5482

NC 004663 Bacteroides thetaiotaomicron VIPI-5482

NC 004663 Bacteroides thetaiotaomicron VIPI-5482

NC 004663 Bacteroides thetaiotaomicron \VVPI-5482

NC 004663 Bacteroides thetaiotaomicron VIPI-5482

NC 004663 Bacteroides thetaiotaomicron VIPI-5482

NC 004663 Bacteroides thetaiotaomicron \VVPI-5482
NC 004663 Bacteroides thetaiotaomicron VIPI-5482
NC 015160 Odoribacter splanchnicus DSM20712

NC 014734 Paludibacter propionicigenes WB4

NC 009615 Parabacteroides distasonis ATCC 8503
NC 015571 Porphyromonas gingivalis TDC60

NC 015571 Porphyromonas gingivalis TDC60

NC 016610 Tannerella forsythia ATCC 43037

NC 016610 Tannerella forsythia ATCC 43037
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NC 014033 Prevotella ruminicola 23 |
NC 014033 Prevotella ruminicola 23

NC 018011 Alistipes finegoldii DSM 17242 |
NC 018011 Alistipes finegoldii DSM 17242

NC 018011 Alistipes finegoldii DSM 17242

NC 018010 Belliella baltica DSM 15883

NC 015914 Cyclobacterium marinum DSM745

NC 015914 Cyclobacterium marinum DSM745

NC 015914 Cyclobacterium marinum DSM745

NC 019904 Echinicola viethamensis DSM 17526
NC 019904 Echinicola viethamensis DSM 17526

NC 019904 Echinicola viethamensis DSM 17526

NC 019904 Echinicola viethamensis DSM 17526

NC 019904 Echinicola vietnamensis DSM 17526

NC 013037 Dyadobacter fermentans DSM 18053
NC 013037 Dyadobacter fermentans DSM 18053
NC 018748 Emticicia oligotrophica DSM 17448

NC 018748 Emticicia oligotrophica DSM 17448

NC 018748 Emticicia oligotrophica DSM 17448

NC 020054 Fibrella aestuarina BUZ 2

NC 020054 Fibrella aestuarina BUZ 2

NC 020054 Fibrella aestuarina BUZ 2

NC 020054 Fibrella aestuarina BUZ 2

NC 020054 Fibrella aestuarina BUZ 2

NC 020054 Fibrella aestuarina BUZ 2

NC 020054 Fibrella aestuarina BUZ 2

NC 020054 Fibrella aestuarina BUZ 2

NC 014655 Leadbetterella byssophila DSM 17132
NC 014655 Leadbetterella byssophila DSM 17132
NC 014655 Leadbetterella byssophila DSM 17132
NC 014655 Leadbetterella byssophila DSM17132
NC 015703 Runella slithyformis DSM 19594

NC 015703 Runella slithyformis DSM 19594

NC 015703 Runella slithyformis DSM 19594

NC 013730 Spirosoma linguale DSM74

NC 013730 Spirosoma linguale DSM74

NC 013730 Spirosoma linguale DSM74

NC 013730 Spirosoma linguale DSM74

NC 013730 Spirosoma linguale DSM74

NC 015321 Huviicola taffensis DSM 16823

NC 015846 Capnocytophaga canimorsus Cc5

NC 015846 Capnocytophaga canimorsus Cch

NC 015846 Capnocytophaga canimorsus Cc5

NC 014934 Cellulophaga algicola DSM 14237

NC 014934 Cellulophaga algicola DSM 14237

NC 009441 Flavobacterium johnsoniae UW101

NC 009441 Flavobacterium johnsoniae UW101

NC 008571 Gramella forsetii KT0803

NC 015945 Muricauda ruestringensis DSM 13258
NC 015945 Muricauda ruestringensis DSM 13258
NC 018016 Ornithobacterium rhinotracheale DSM 15997
NC 018016 Ornithobacterium rhinotracheale DSM 15997
NC 015844 Zobellia galactanivorans

NC 015844 Zobellia galactanivorans

NC 015844 Zobellia galactanivorans

NC 015844 Zobellia galactanivorans

NC 015844 Zobellia galactanivorans

NC 015844 Zobellia galactanivorans

NC 015844 Zobellia galactanivorans

NC 015844 Zobellia galactanivorans

NC 015844 Zobellia galactanivorans

NC 015844 Zobellia galactanivorans

NC 015844 Zobellia galactanivorans

NC 014041 Zunongwangia profunda SM-A87

NC 014041 Zunongwangia profunda SM-A87

NC 013132 Chitinophaga pinensis DSM2588

NC 013132 Chitinophaga pinensis DSM2588

NC 013132 Chitinophaga pinensis DSM2588

NC 013132 Chitinophaga pinensis DSM2588

NC 013132 Chitinophaga pinensis DSM2588

NC 013132 Chitinophaga pinensis DSM2588

NC 013132 Chitinophaga pinensis DSM2588

NC 013132 Chitinophaga pinensis DSM2588

NC 013132 Chitinophaga pinensis DSM 2588

NC 016609 Niastella koreensis GR20-10

NC 016609 Niastella koreensis GR20-10

NC 016609 Niastella koreensis GR20-10

NC 016609 Niastella koreensis GR20-10

NC 016609 Niastella koreensis GR20-10

NC 016609 Niastella koreensis GR20-10

NC 016609 Niastella koreensis GR20-10

NC 016609 Niastella koreensis GR20-10

NC 016609 Niastella koreensis GR20-10

NC 016609 Niastella koreensis GR20-10

NC 016609 Niastella koreensis GR20-10

NC 015510 Haliscomenobacter hydrossis DSM 1100
NC 015510 Haliscomenobacter hydrossis DSM 1100
NC 013061 Pedobacter heparinus DSM 2366

NC 013061 Pedobacter heparinus DSM2366

NC 013061 Pedobacter heparinus DSM2366

NC 013061 Pedobacter heparinus DSM 2366

NC 017770 Solitalea canadensis DSM 3403

NC 017770 Solitalea canadensis DSM 3403

NC 017770 Solitalea canadensis DSM 3403

NC 015277 Sphingobacterium sp. 21

NC 015277 Sphingobacterium sp. 21

NC 015277 Sphingobacterium sp. 21

NC 015277 Sphingobacterium sp. 21

NC 015277 Sphingobacterium sp. 21

NC 015277 Sphingobacterium sp. 21

NC 015277 Sphingobacterium sp. 21

NC 015277 Sphingobacterium sp. 21

NC 015277 Sphingobacterium sp. 21

NC 015277 Sphingobacterium sp. 21

NC 015277 Sphingobacterium sp. 21

NC 014960 Anaerolinea thermophila UNI-1

NC 017079 Caldilinea aerophila DSM 14535 = NBRC 104270
NC 017079 Caldilinea aerophila DSM 14535 = NBRC 104270
NC 009523 Roseiflexus sp. RS-1

NC 009523 Roseiflexus sp. RS-1

NC 009972 Herpetosiphon aurantiacus DSM785
NC 020157 Anabaena cylindrica PCC 7122

NC 019757 Cylindrospermum stagnale PCC 7417
NC 010628 Nostoc punctiforme PCC 73102

NC 011297 Dictyoglomus thermophilum H-6-12

NC 015690 Paenibacillus mucilaginosus KNP414
NC 015690 Paenibacillus mucilaginosus KNP414
NC 019897 Thermobacillus composti KWC4

NC 003028 Streptococcus pneumoniae TIGR4

NC 014388 Butyrivibrio proteoclasticus B316

NC 021012 Roseburia intestinalis XB6B4

NC 013895 Clostridiales genomosp. BVAB3 str. UPI19-5
NC 009437 Caldicellulosiruptor saccharolyticus DSM8903
NC 015520 Mahella australiensis 50-1 BON

NC 015520 Mahella australiensis 50-1 BON

NC 018178 Melioribacter roseus P3M-2

NC 018178 Melioribacter roseus P3M-2

NC 017080 Phycisphaera mikurensis NBRC 102666
NC 014962 Isosphaera pallida ATCC 43644

NC 015174 Planctomyces brasiliensis DSM5305
NC 005027 Rhodopirellula baltica SH 1

NC 005027 Rhodopirellula baltica SH 1

NC 014817 Asticcacaulis excentricus CB 48

NC 014818 Asticcacaulis excentricus CB 48

NC 014816 Asticcacaulis excentricus CB 48

NC 014817 Asticcacaulis excentricus CB 48

NC 002696 Caulobacter crescentus CB15

NC 008381 Rhizobium leguminosarum bv. viciae 3841
NC 008378 Rhizobium leguminosarum bv. viciae 3841
NC 008358 Hyphomonas neptunium ATCC 15444
NC 008228 Pseudoalteromonas atlantica T6c

NC 008228 Pseudoalteromonas atlantica Téc

NC 015061 Rahnella sp. Y9602

NC 021082 Mannheimia haemolytica M42548

NC 010717 Xanthomonas oryzae pv. oryzae PXO99A
NC 010717 Xanthomonas oryzae pv. oryzae PXO99A
NC 002488 Xylella fastidiosa 9a5¢

NC 002488 Xylella fastidiosa 9a5¢

NC 013526 Thermobaculum terrenum ATCC BAA-798
NC 013526 Thermobaculum terrenum ATCC BAA-798
NC 021214 Thermotoga maritima MSB8

NC 010571 Opitutus terrae PB90-1

NC 010571 Opitutus terrae PB90-1

NC 010571 Opitutus terrae PB90-1

NC 014008 Coraliomargarita akajimensis DSM45221
NC 014008 Coraliomargarita akajimensis DSM45221
NC 014008 Coraliomargarita akajimensis DSM45221
NC 014008 Coraliomargarita akajimensis DSM45221
NC 014008 Coraliomargarita akajimensis DSM45221
NC 014008 Coraliomargarita akajimensis DSM45221
NC 014008 Coraliomargarita akajimensis DSM45221
NC 014008 Coraliomargarita akajimensis DSM45221
NC 010655 Akkermansia muciniphila ATCC BAA-835
NC 010655 Akkermansia muciniphila ATCC BAA-835
NC 010655 Akkermansia muciniphila ATCC BAA-835
NC 010655 Akkermansia muciniphila ATCC BAA-835

COG3669 Alpha-L-fucosidase
COG3119 Anyfisulfatase Aor related enzyme
COG1629 Outer membrane receptor proteins, mostly Fe transport
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