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Beenenmne

ITocTTpanciasgarnnoHHbIe

MOOUPUKAIIAN XPOMATUHA 51 states

“It's staggering what the researchers have learned from the
genome-wide methods,” says Allis, “but at the end of the day
it's going to be important to take that information and ask
what a particular chromatin state means mechanistically.”

David Allis
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Mognduranmy THCTOHOB BO3IeMCTBYIOT Ha CTPYKTYPY
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DNA (Me-C) and transposons.

SRR 1O FURAY waec

Red = high correlation
Green = low correlation

Lippman Z. et al., 2004


http://dx.doi.org/10.1038/nature02651

H3K27me3 acconmumpoBaH ¢ reHaMu

BLUE = Gene
density-

RED = Repetitive
element density’

A M TROTV IV "

GREEN = H3K27me3" |

i 1N,4uwu

Zhang, X., Clarenz, O., Cokus, S., Bernatavichute, Y.V., Pellegrini, M., Goodrich, J., Jacobsen, S.E. (2007) Whole-
genome analysis of histone H3 lysine 27 trimethylation in Arabidopsis. PLoS Biol. 5: €129.
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Metunuposauue JIHK HeoOxonmmo myis caiijieHCHHIa TPAHCIIO30HOB
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Reprinted from Zhang, X., Yazaki, J., Sundaresan, A., Cokus, S., Chan, S.W.-L., Chen, H., Henderson, I.R., Shinn, P., Pellegrini, M., Jacobsen, S.E., and Ecker., J.R.
(2006) Genome-wide high-resolution mapping and functional analysis of DNA methylation in Arabidopsis. Cell 126: 1189-1201. With permission from Elsevier.
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KakxoB MmexaHu3M crerrnguyuecKkoro paciio3HaBaHUsI
IIOBTOPHBIX 9JIEMEHTOB U TPAHCIIO30HOB B T'eHOMeE?




CaljIeHCHHT IIOBTOPHBIX 9JIEMEHTOB M TPAHCIIO30HOB —
AKTUBHBIU IIPOIIECC




siRNAs pexpyrupyior JIHK merniassr rucToH-
MOIUPUITUPYIOINIe (pepPMEHTHI
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Reprinted by permission from Macmillan Publishers, Ltd: NATURE Sung, S., and Amasino, R.M. (2004) Vernalization
in Arabidopsis thaliana is mediated by the PHD finger protein VIN3. Nature 427: 159-164. Copyright 2004.
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KpymHoMmaciiradbHoe smureHeTHUYEeCKoe perrporpaMMUIPOBaHUE
IIPOMCXOIUT B OHIOCIIEPME U BEreTATUBHOM SApe MYKCKOTO
raMeTodpuTa

Vegetative nucleus

Generative cell

3n endosperm

Hu sHaocnepm HU My»KCKoe BereTaTMBHOE AZPO He y4acTBYeT B 06pa3oBaHMe 3apoabllla,
TOrAa 3a4em MM Hy»KHbl NogobHble nsmeHeHuA? [leno 3aknovaetcs B SiRNA.

Baroux, C., Pecinka, A., Fuchs, J., Schubert, ., and Grossniklaus, U. (2007) The triploid endosperm genome of
Arabidopsis adopts a peculiar, parental-dosage-dependent chromatin organization. Plant Cell 19: 1782-1794.
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COpoc srmureHeTHMYECKOM MH(OpMaITuU

Pacmmensenue dopaximmii rerepoxpoMaTHA B dHIIOCIIEPME

EMBRYO NUCLEI ENDOSPERM NUCLEI

H3K9me

H3K27me2

DNA  Histone Merged DNA  Histone Merged
mark mark

B agpax sEmocmiepma Takme rerepoxpomMaTiHOBEIE MeTKN, Kak H3K9me un
H3K27me2 ncuesaior, IpOUCXOOUT IepPexXod B 93yXPOMATHH

Baroux, C., Pecinka, A., Fuchs, J., Schubert, 1., and Grossniklaus, U. (2007) The triploid endosperm genome of
Arabidopsis adopts a peculiar, parental-dosage-dependent chromatin organization. Plant Cell 19: 1782-1794.
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Reprinted from Slotkin, R.K., Vaughn, M., Borges, F., Tanurdzi¢, M., Becker, J.D., Feijo, J.A., and Martienssen, R.A. (2009) Epigenetic
reprogramming and small RNA silencing of transposable elements in pollen. Cell 136: 461-472. Copyright 2009, with permission from Elsevier.
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From Hsieh, T.-F., Christian A. Ibarra, C.A., Silva, P., Zemach, A., Eshed-Williams, L., Fischer, R.L., and Zilberman, D. (2009)
Genome-wide demethylation of Arabidopsis endosperm. Science 324: 1451-1454. Reprinted with permission from AAAS.
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COpoc srmureHeTHMYECKOM MH(OpMaITuU

TpaHCcII030HBI AaKTUBUPOBAHELI B IIBLIIBIIE

POLLEN RNA
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ITapamyTupoBaHue — HacjaeayeMasi, Ho oopaTuMas
AKCIIpECCHUS I'eHOB IIPH B3aUMOJIEMCTBUU aJlJIeJIel.

B-1 allele
(highly active) I

B' allele
(weakly active)
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ITapamyTtupoBanue — apdpeKT TpaHC B3aNMOJIeHACTBYIOIIETO
calJIEeHCHHTIa
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