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Key
3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)

W88 Water molecule and number

W407
W408

W487

Arg69(E)* NH1NH1
W142

W486
W13
W208

Gln68(E)* NE2NE2
Met66(E) OO

W 126*
W 453

W 267

W127*
W144*

Ser86(E) OGOG
Lys90(E) NZNZ

W145Gln68(E)* OE1OE1
Thr83(E) OG1OG1

W 126*
W 452 NH2 Arg69(E)* NH2

W127*
W458

W521
Asn87(E)

W 125
W 144*

W 141W406
W 123
W 124
W 252 N Ile79(E) N

W370
W 312
W 455

W114
W 369
W 450

OG1 Thr81(E) OG1
W 309
Gly78(E) 
W 429

W404
NE1 Trp1(F) NE1
NE Arg54(E) NE
W 411

W459
W 427
W 526

OG1 Thr44(G) OG1
W 353
Arg84(E) 
W 525

W446
W 109*
W 117

W 113
W 257 OD1 Asp46(G) OD1

1

2

P

19

P

3

P

18

P

4

P

17

P

5

P

16

P

6

P

15

P

7

P

14

P

8

P

13

P

9

P

12

P

10

P

P

11

P
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T

Chain K Chain L

5’

1TRO_old_1

Key
3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)

W88 Water molecule and number

W118 W 109*

W 382
W 508

W108
W460

Thr44(E) OG1OG1
W524

Arg84(G)
W258

W 461

W354

Trp1(H) NE1NE1
Arg54(G)

W 554

W 132

W244

Thr81(G) OG1OG1

W 137

W 384
W555
W556
W268Ala80(G) NN

W 373

W386
W264Ile79(G) NN

W130
W135*

Asn87(G) 

W 135*
W 464

OG Ser86(G) OG
NZ Lys90(G) NZ

W 360 OE1 Gln68(G)* OE1
OG1 Thr83(G) OG1

W465* NH2 Arg69(G) NH2
W 465*

N Gln68(G)* N
W 99
W 485
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P
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