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Eubranchus rustyus cytochrome oxidase subunit | (COIl) gene. partial cds; mitochondrial 1068 1068 93% 0.0 99% GQ292065.1

Eubranchus exiguus cytochrome oxidase subunit | gene. partial cds: mitochondrial gene for mitochondrial product 1046 1046 93% 0.0 98% AF249792.1

Eubranchus sp. A DS-2016 isolate AC17-21 Cytochrome c oxidase subunit | (COl) gene. partial cds: mitochondrial 972 972 100% 0.0 94% KY129039.1

Eubranchus olivaceus isolate CAS181133 Cytochrome c oxidase subunit | (COI) gene. partial cds: mitochondrial 778 778 100% 0.0 89% KY129037.1

v
136_COI_F_FO3_W...ab1 ~ Mokasatb Bce X

A b0z ) ENG





image2.png
Mo (Gb{(ZE(2n(2n(2n(2n(2n (2N (2n(MB By (i 2(Ge(2E(WEEy (4 2(GE(ZB(2N/N X C e - X
& C' @ Hagexnbiii | https://blast.ncbi.nlm.nih.gov/Blast.cgi Q& % O
a
S ————————————————————
e ——————————————————————
e —————————————————————
© Descriptions
Sequences producing significant alignments:
Select: All None Selected:12
it Alignments [Download v GenBank Graphics Distance tree of results o
Description Ot OUSTY, et Ident Accession
score score cover value
@ Eubranchus rustyus cytochrome oxidase subunit | (COI) gene, partial cds; mitochondrial 1045 1045 93% 0.0 99% GQ292065.1
¥ Eubranchus exiguus cytochrome oxidase subunit | gene. partial cds: mitochondrial gene for mitochondrial product 1032 1032 93% 0.0 98% AF249792.1
# Eubranchus sp. A DS-2016 isolate AC17-21 Cytochrome ¢ oxidase subunit | (COI) gene, partial cds: mitochondrial 980 980 100% 0.0 94% KY129039.1
« Eubranchus olivaceus isolate CAS181133 Cytochrome c oxidase subunit | (COI) gene. partial cds; mitochondrial 818 818 100% 0.0 89% KY129037.1
« Eubranchus tricolor isolate GnM9096 Cytochrome c oxidase subunit | (COI) gene. partial cds: mitochondrial 722 722 100% 0.0 86% KY129032.1
@ Eubranchus tricolor voucher MT09648 cytochrome oxidase subunit 1 (COI) gene. partial cds; mitochondrial 722 722 100% 0.0 86% KR084833.1
@ Eubranchus tricolor voucher MT09674 cytochrome oxidase subunit 1 (COI) gene. partial cds; mitochondrial 717 717 99% 0.0 85% KR084872.1
@ Cuthonella sp. A DS-2016 isolate WS3450 Cytochrome ¢ oxidase subunit | (COI) gene, partial cds; mitochondrial 713 713 99% 0.0 85% KY129019.1
@ Cuthonella sp. A DS-2016 isolate WS3452 Cytochrome ¢ oxidase subunit | (COI) gene. partial cds; mitochondrial 71 711 99% 0.0 85% KY129023.1
@ Tenellia sp. E DS-2016 isolate CAS177552 Cytochrome c oxidase subunit | (COI) gene. partial cds; mitochondrial 702 702 99% 0.0 85% KY129003.1
@ Tenellia sp. E DS-2016 isolate CAS176739a Cytochrome c oxidase subunit | (COI) gene. partial cds; mitochondrial 702 702 99% 0.0 85% KY129000.1
@ Tenellia sp. E DS-2016 isolate CAS181298 Cytochrome c oxidase subunit | (COI) gene. partial cds; mitochondrial 697 697 99% 0.0 85% KY129006.1
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Eubranchus rustyus cytochrome oxidase subunit | (COIl) gene. partial cds; mitochondrial 1045 1045 93% 0.0 99% GQ292065.1
Eubranchus exiguus cytochrome oxidase subunit | gene. partial cds: mitochondrial gene for mitochondrial product 1032 1032 93% 0.0 98% AF249792.1
Eubranchus sp. A DS-2016 isolate AC17-21 Cytochrome ¢ oxidase subunit | (COI) gene. partial cds: mitochondrial 980 980 100% 0.0 94% KY129039.1

Eubranchus olivaceus isolate CAS181133 Cytochrome c oxidase subunit | (COI) gene. partial cds: mitochondrial 818 818 100% 0.0 89% KY129037.1
Eubranchus tricolor isolate GnM9096 Cytochrome c oxidase subunit | (COI) gene. partial cds; mitochondrial 722 722 100% 0.0 86% KY129032.1
Eubranchus tricolor voucher MT09648 cytochrome oxidase subunit 1 (COI) gene. partial cds; mitochondrial 722 722 100% 0.0 86% KR084833.1
Eubranchus tricolor voucher MT09674 cytochrome oxidase subunit 1 (COI) gene. partial cds; mitochondrial 717 717 99% 0.0 85% KR084872.1

Cuthonella sp. A DS-2016 isolate WS3450 Cytochrome c oxidase subunit | (COI) gene. partial cds; mitochondrial 713 713 99% 0.0 85% KY129019.1

Cuthonella sp. A DS-2016 isolate WS3452 Cytochrome c oxidase subunit | (COI) gene. partial cds; mitochondrial 71 711 99% 0.0 85% KY129023.1

Tenellia sp. E DS-2016 isolate CAS177552 Cytochrome c¢ oxidase subunit | (COI) gene. partial cds; mitochondrial 702 702 99% 0.0 85% KY129003.1

Tenellia sp. E DS-2016 isolate CAS176739a Cytochrome ¢ oxidase subunit | (COI) gene. partial cds; mitochondrial 702 702 99% 0.0 85% KY129000.1

Tenellia sp. E DS-2016 isolate CAS181298 Cytochrome c oxidase subunit | (COI) gene. partial cds: mitochondrial 697 697 99% 0.0 85% KY129006.1
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